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Kon ycayrn HasBanue ycayru ena
B01.014.001 Mpurem (ocMOTp, KOHCYNbTaLMs) Bpadya-UHMEKLMOHMCTa 2,500 P
B01.015.001 Mpuem (ocMoTp, KOHCYNbTaLMs) Bpada-kapaunonora 2,500 P
B01.047.001 Mpuem (ocMOTp, KOHCYNbTaLMs) Bpadya-TepanesTa 2,500 P
91425 PacluvpeHHas koHcynbTauusi Bpaya-racTpoaHTepornora, renartonora, K.M.H. 9,900 P
91240 Bblesn cneuyunanucta Ha gom( 6e3 cToumocTy npuema Bpaya) 9,000 P
91487 TenemeauumHcKasi KOHCYNbTaUMs Bpada-kapauorora 1,000 P
91488 TenemeauumHcKasi KOHCYNbTaUMsA Bpada-uHGeKLMoHucTa 1,000 P
80012 [bixaTenbHblii TeCT (Tpybka) 600 P
91050 Okr ¢ pacLuMpOBKOI: perncTpaums Ha gomy 1,700 P
A02.12.002 WMamepeHue apTepranbHOro AaBneHust Ha nepudepuyeckux apTepusax 120 P
A05.10.004 Paclundposka, onncanne n nHTepnpeTaums anekrpokapavorpaduyecknx aaHHbix (K 800 P
A05.10.006 PervcTpauus anektpokapamorpammel (K™ 6e3 paclundposkm) 700 P
A05.10.006.000.01 Pervctpauus anektpokapamorpammel (SKI™ ¢ pacLumndposkoit) 1,500 P
A05.10.008 CyTo4Hoe moHuTopupoaHue JKI™ no Xontepy 2,500 P
A02.12.002.001 CMAQ 2,500 P
A11.02.002 MHBbeKUMS BHyTpUMBbILLEYHast UNn nofkoxHast (6e3 CToMMoCcTH npenapartos) 200k
A11.08.010.001 B3siTne ma3ska (CnmaucTble Hoca, 3eBa, POTOBOM NOMOCTU U Ap.) - 1 Masok 290k
A11.12.003 BHyTprBeHHOe BBeaeHUe CTpyiiHoe,6e3 CTOMMOCTM NpenapaTtos 400 P
A11.12.003.001 BHyTprBeHHOe BBefeHWe KanenbHoe, (He 6onee 1 yaca) 6e3 CTOMMOCTM NpenapaTos 800 P
A11.12.009 B3siTe KpoBY U3 BEHDI 200k
100008 KomnnekcHast MeauumHekas ycnyra "Tepanus npu xpoHnyeckoM renatute C", kypc 28 gHen 162,700
(Fnekanpesup+ MubpeHTaceup (Masuper))
KomnnekcHast MeguumHckas ycnyra "Tepanus npu xpoHuyeckoM renatute C", kypc 28 gHen

100009 N 58,800 P
(Oacabysup; Ombutaceup+ Maputanpesup+PutoHasup (Bukeiipa))
KomnnekcHas meguuuHckas ycnyra "Tepanus npyu XpOHUYECKOM BUPYCHOM renatute B ¢

91314 g 38,700 P
nenbTa-areHToM", kypc 7 aHeit (ByneesupTtua, NHTepdepoH)
KomnnekcHas meguumHckas ycnyra "Tepanus npyu XpOHUYECKOM BUPYCHOM renatute B ¢

91082 . 218,200 P
penbTa-areHToM"(bynesupTug), conpoBoxgeHne npoeccopom

91140 KomnnekcHas MeauumHckas ycnyra "Tepanus npu xpoHuyeckoM renatute C" kypc 28 gHen 59.650 B
(Oacabysup; Ombutaceup+ MNaputanpesup+ PutoHasunp;PubasnpuH (Bukelipa+ PnbasepuH)) ’

91289 KomnnekcHast MeauumHckas ycnyra "Tepanus npu xpoHuyeckoM renatute C", kypc 28 gHen 74,700
(Fpasonpesup+ On6acsup (3EMATUP))
KomnnekcHast MeguumHckas ycnyra "Tepanus npu xpoHuyeckoM renatute C", kypc 28 gHen

91427 149,900 P
(Codhocbysup; Mpasonpesnp+ Anbacsup (CoBanban+ 3enatup))

91428 KomnnekcHast MeauumHckas ycnyra "Tepanus npu xpoHuyeckoM renatute C", kypc 28 gHen 146,700 P
(Codchocbysup+ Bennartacsup (Onknio3a))

91513 KomnnekcHas MeauumHckas ycnyra "Tepanus npu xpoHuyeckoM renatute C", kypc 30 gHen 175,700
(Nenunaceup+Codocbysump)rapBoHn

91514 KomnnekcHas MeguumHckas ycnyra "leveHne xpoHunyeckoro renatuta C", kypc 28 aHeit 84.950 P
(Hapnanpesup-+[laknartacaup) !
KomnnekcHas MeguuuHckas ycnyra "Tepanus npyu XpOHUYECKOM BUPYCHOM renatute B ¢

91527 M . 206,000 P
nenbTa-areHToM", kypc 30 aHen (ByneeupTtua+leracuc (narmHTepdepoH anbga-2a))

99003 KOMI‘IJ‘IeKCHaVﬂ MeauumHckas ycnyra "lMedeHne xpoHuyeckoro renatuta C (reHotunst 2 u 3)", 117.700 8
Kypc 28 gHeit (Jaknataceup + CoBanbau)

91024 KomnnekcHast MeguumHckas yenyra "llevenune Menatuta B, D", kypc 30 aHeit (MHTepdepoH) 8,250 P

91540 KomnnekcHast MeguumHckas yenyra "Anupokyma6, Light 1/2 " 18,300 P

91541 KomnnekcHast MeguumHckas yenyra "Anupokymab, Light 1 mec." 34,000 P

91542 KomnnekcHast MeguumHckas ycnyra "Anumpokyma6, Hard 1 mec.” 37,500 P
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91015 KomnnekcHast MeguumHckas yenyra "Osonokymab” (1/2 mec Light) 16,500 P
91016 KomnnekcHast MeguumHckas yenyra "Osonokymat” (1 mec Light) 30,500 P
91017 KomnnekcHast MeguumHckas yenyra "Osonokymab” (1 mec Hard) 33,900 P
91480 KomnnekcHast MeguumHckas yenyra "Osonokymat” (1 mec Hard+) 34,300 P
91083 KomnnekcHas MeguumHckas ycnyra "Tepanua Anb6ymuH 50" 5,300 P
91246 KomnnekcHas MmeguumHckas ycnyra "lMleveHne ankoronbHoii 6onesnun nevexn” (Bpuxtennukc, 14,600 P
CenuHkpo)
91247 KomnnekcHast MeguumHckas yenyra "fledeHune ankoronbHol 6onesnn nevenn” (CennHkpo) 11,700 P
91422 KomnnekcHas MeguumHckas yenyra "llevexue ¢ ucnons3osaHnem Cemarnytug", kypc 30 aHeln 13,000 B
( Pebencac 3 mr)
91423 KomnnekcHas meguumHckas yenyra "llevexne ¢ ucnons3osaHnem Cemarnytug", kypc 30 aHeln 13,600 B
(Pebencac 7 mr)
91471 KomnnekcHas MeguumHckas yenyra "llevexue ¢ ncnons3osaHnem Cemarnytug", kypc 30 aHeln 10,800 B
(Pebencac 14 mr)
KomnnekcHas MeauumHekas ycnyra "lledeHne ¢ ucnonb3osannem Cemarnytua", kypc 30 aHew
91481 _ 12,900 P
(Pebencac, 14 mr)c koHcynbTauuein KMH
91290 KomnnekcHoe neyenue ¢ ncnonb3osanuem "Cemarnytua"(O3emnuk) nog HabnogeHnem 9,100 P
Bpaya(B mecsiL)
91291 KomnnekcHoe neyenue ¢ ncnonb3osaHnem "Cemarnytua"(O3emnuk) nog HabnoaeHnem Bpaya 11,200 P
KMH(B mecsL)
99565 KomnnekcHast MeguumHckas yenyra "llevenune xenukobakrepuosa" (1 nuuus), kypc 14 gHen 4,100 P
99566 KomnnekcHast MeguumHckas yenyra "llevenune xenukobakrepuosa" (2 nuuus), kypc 14 gHen 5,100 P
91105 KomnnekcHast MeguumHckas yenyra "llevenune xenukobakrepuosa" (3 nuHus), kypc 14 gHen 3,450 P
91483 Axuus "TMposepb cebst Ha YBO" 970 P
91524 MpoBeneHune cytouHoro monutopuposanust Kl no Xontepy, CMA/] (¢ Bble3agom kypbepa) 6,500 P
91525 KapanoCKpUHWHT, NepBUYHbIi 4,550 P
91526 Kapavonornieckuin CKpUHUHT 8,200 P
91539 [acTpO3HTEPONOrMYECKUIA CKPUHUHT 4,700 P
91550 CkpuHuHr M'enatnt B D 4,950 P
91551 CKPUHUHT Ha HBV-nHdekumio 4,300 P
91558 KomnnekcHast MeauumHekas ycnyra "MoarotoBka k NpOTUBOBUPYCHOW Tepanun" 5,700 P
91292 CkpuHutr nocne MBT light 3,950 P
91310 CkpuHuHr nepep MNBT, paclumpeHHbIn 6,400 P
91479 CKPUWHUHT Npu MeTabonuyeckom cuHgpome 8,700 P
91174 CkpuHuHr nocne MBT 4,350 P
1.0.A1.202 CODJ (BeHO3Has KPOBb) 210P
*IMMyHODEHOTUNNPOBaHME KNETOK KOCTHOro Mo3ra 1 nepudepuyeckon Kposu Ansi
1.0.A13.202 OMarHoCTUKN OCTaTOYHOW MUH. 6onesHn (MOB) M?TO,D,VOM NPOTOYHOW LIUTOMETPUU 22,020
(nMmdonponudepaTrBHble 3ab0neBaHns, OCTPbI NENKO3, MHOXXECTBEHHast
Muenoma). MiccnenoBaHne npoBOAMTCSt MOCHE NeYeHns
*IMMyHODEHOTUNNPOBAHME KNETOK KOCTHOro Mo3ra 1 nepudepuyeckon Kposu npu
1.0.A6.202 numMdonponudepaTnBHbIX 3aboneBaHUsX MeTO,Cl,C{M HQOTOHHOM uuTomMeTpun 22,020 8
(nMmdonponudepaTrBHble 3ab60neBaHns, OCTPbI NENKO3, MHOXECTBEHHast
Muenoma). MiccnegosaHue npoBoaMTCS AnNs neps. Avar.3abon.
1.0.D1.202 KnuHnyeckmin aHanma kposu 6e3 nenkouutapHon hopmMyrbl (BEHO3Has KPOBb) 340 P
> = = = =
1.0.D2.202 KnuHnyeckmin aHanma kposw ¢ nenkoumtapHon dopmynon (5DIFF) (BeHo3Has 670 @
KpOBb)
1.0.D3.202 PeTukynouuTtbl (BeHO3Hasi KPOBb) 270 P
1.0.06 Knunnyeckmn ananms kposw (5 DIFF) ¢ noacyeTom nenkoumtapHon dopmyrbl 750 B
- Bpayom K[ (BeHO3Hasi KpOBb)
1.1.A1.202 PML-RARA 1un ber 1-2 — t(15;17), kavecT. 4,550 P
1.1.A11.202 BCR-ABL p190 - t(9;22), kavecT. 4,550 P
1.1.A12.202 BCR-ABL p190 — 1(9;22), konny. 6,050 P
1.1.A14.202 AML1-ETO —(8;21), konuy. 6,050 P
1.1.A2.202 PML-RARA tun ber 1-2 — t(15;17), konuy. 6,050 P
1.1.A3.202 PML-RARA 1un ber 3 — t(15;17), kavecr. 4,550 P
1.1.A34.202 Onpenenenve mytaumm V617F B 14 ak30He reHa Jak-2 KMHa3bl, KadecT. 4.320P




1.1.A35.202 Onpepgenexve mytauum V617F B 14 ak3oHe reHa Jak-2 KnHasbl, KOnuy. 4310P
1.1.D1 OnekTpodpopes remornobuHa Ans AMarHoCTUKM remornoéuHonaTui 3,505P
10.0.A1.201 C3 KOMMOHEHT KOMMNeMeHTa 410 P
10.0.A14.204 YyBCTBMTENBHOCTb K AMUKCUHY 670 P
10.0.A15.204 YyBcTBMTENBHOCTL K Karoueny 670 P
10.0.A16.204 YyBCcTBMTENBHOCTL K HEoBupy 670 P
10.0.A17.204 YyBCTBMTENBHOCTL K PUOOCTUHY 670 P
10.0.A18.204 YyBcTBMTENBHOCTL K LivknodepoHy 670 P
10.0.A19.204 YyBCcTBUTENBHOCTL K ManaBuTy 670 P
10.0.A2.201 C4 KOMMOHEHT KoMMneMeHTa 410 P
10.0.A20.204 YyBCTBMTENBHOCTb K [EenoHy 670 P
10.0.A21.204 YyBCTBMTENBHOCTL K IMMyHany 670 P
10.0.A22.204 YyBCTBUTENBHOCTbL K IMMyHOMaKCy 670 P
10.0.A23.204 YyBCTBMTENBHOCTbL K IMMYHOPUKCY 670 P
10.0.A24.204 YyBCTBMTENBHOCTB K Jlukonuay 670 P
10.0.A25.204 YyBCTBMTENBHOCTL K MONMOKCMAOoHNI0 670 P
10.0.A26.204 YyBCTBMTENBHOCTb K TaKTUBUHY 670 P
10.0.A27.204 YyBCTBMTENBHOCTb K TUMOreHy 670 P
10.0.A28.204 YyBCTBMTENBHOCTBL K MIMMYyHOMaHy 670 P
10.0.A3.201 MmmyHorno6ynuH A (IgA) 340 P
10.0.A4.201 MmmyHorno6ynud M (IgM) 340 P
10.0.A5.201 MmmyHornobynun G (IgG) 340 P
10.0.A6.201 MmmyHorno6ynuH E (IgE) 480 P
10.0.A7.201 dakTop Hekposa onyxonu (PHO-anbda) 1,590 P
10.0.A73.201 LinpkynupytoLume MUMMyHHbIE KOMMIEKCbI 2,060 P
10.0.A76 WHTepneiikmH-6 (IL-6) 2,590 P
10.0.A8.201 *Kpvorno®ynuHbl 1,330 P
10.0.D1.204 MHTepdepoHoBbIN cTaTyc (3 nokasaTensi: CbiIBOPOTOYHbIN MHTEPEPOH, 5290 P
MHTepdepoH-anbda, NHTepdepoH-ramma; 3aknoyeHve Bpaya KIj no
10.0.D10.204 VIMMyHHBI cTaTyc 5,300 P
10.0.D2.204 **darotect 2,850 P
10.0.D4.202 VimmyHorpamma 6asoBas (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56, 2,850 P
T o T o K B0 P B s cDarTerss
MMYHOrpaMma pacluMpeHHas
10.0.D68.202 CD3/HILA-DR CD3/25 CD3/95 CD3/4/95 CD3/8/95 CD3/8/38 nerkolntapHo-T- 6810F
CokpatyeHHas naHens CD4/CD8 (BkntovaeT KNMHUYECKUN aHan13 KpoBu C
10.0.D7.202 2,470 P
ITIPVLKmIMTRCDSXI%S)A?&%VWT)CV{&%TK?%aMﬂTM (CD4/45RO CD4/45RA COOTHOLLEHNE
10.0.072 anBrole Y 6,180 P
10.0.D73 B1-kneTtkun CD5/CD19 (BKﬂ}O‘-IaeT aHanu3 KpoBW C NeNKoLUTapHoOM qaopmynom) 3,030P
10.0.D75 T-SPOT petckuii (MHpmumpoaHue M. tuberculosis), (aetn go 12 ner) 12,290 P
10.0.D76 T-SPOT (uHdpuumposaHue M. tuberculosis), (aeTn ctapiue 12 net u B3pocnbie) 12,290 P
10.0.D8.204 **BakTepuumaHas akTuBHOCTb kposu (BURST) 4,820 P
10.0.D9.202 MMvMyHOI'paMM’fl CKpMHMHrECDS, CD19, CD16/56.BkntoyaeT aHanu3 Kpoeu C 2,850 P
NenKolMTADHOW hoDMVIONA)
10.1.A2.201 WHTepneiikmH-16 2,250 P
10.1.A3.201 WHTepnewikvnH-8 2,025P
10.1.A4.201 WnTepneiikmn-10 2,025P
10.2.D1 KBaHT1depoHOBbIN TECT 6,670 P
10.2.D2 T-kneTo4HbIn uMMyHuTeT K COVID-19, Turpa-Tect (3aknioveHve Bpada KIT no 17,595 B
UCCnenoRaTennhCKOMY OTYETV)
10.2.D03 TB-®epoH TecT (IGRA- TecT, gnarHocTuka Tybepkynesa) 4,950 P
10.5.A6 YyBCcTBMTENBHOCTL K LinTOBMpY-3 960 P
10.5.A7 YyBCTBMTENBHOCTb K ANNOKMHY-anbda 960 P
10.5.A8 YyBCcTBMTENBHOCTL K ApBuaony 960 P
10.6.A11 YyBCTBMTENBHOCTL K MNaHaBupy 960 P
10.6.A12 YyBCTBMTENBHOCTb K MI30NPUHO3MHY 960 P
11.1.A1.201 AHnTUTENa K BUpycy renatuta A, IgM (Anti-HAV IgM) 450 P
11.1.A2.201 AHnTUTEna K BUpycy renatuta A, IgG (Anti-HAV IgG) 450 P
T3 K RaNCHOMY aRTHreRy BUpyca SMITEeVRa-5app (EPSET-Bart virus
11.10.A1.201 paTvTe 600 P
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AHTUTErNa K A4epHOMY aHTUreHy B1upyca JrnitenHa-bapp (Epstein-barr virus EBNA),

11.10.A7.201 laC 600 P
11.10.A8.201 AHTUTENa K paHHEeMy aHTUreHy Bupyca JnwteiHa-bapp (Epstein-Barr virus EA), IgG 940 P
11.10.D1.201 AHnTuTEna Kk BUpycy OnwreriHa-bapp (Epstein-Barr virus), IgM (ummyHO6n0T) 2,880 P
11.10.D2.201 AHnTuTEna k Bupycy OnwreriHa-bapp (Epstein-Barr virus), IgG (ummyHOGn0T) 2,880 P
11.11.A1.201 AHTUTENa K BMpYCy KpacHyxu, IgM 600 P
11.11.A2.201 AHTUTENa K BUpYCY KpacHyxu, IgG 530 P
11.11.D1.201 AHTUTENa K BUpYCY KpacHyxu, IgG (MMMyHOGMOT) 3,790 P
11.12.A2.201 AHTUTENa K BMpYycy kopw, IgG 600 P
11.13.A1.201 AHTUTENa K BMpYCYy anuaemMmyeckoro napotuta, IgM 760 P
11.13.A2.201 AHTUTENa K BMpYCY anuaeMmyeckoro napotuta, IgG 690 P
11.14.A1.201 AnTuTEna Kk xenukobakTepy (Helicobacter pylori), IgG 480 P
11.14.A2.201 AHnTUTENa K XenukobakTepy (Helicobacter pylori), IgA 910 P
11.14.A3.201 AnTuTEna Kk xenukobaktepy (Helicobacter pylori), IgM 740 P
11.15.A1.201 AnTuTena k xnamuaum (Chlamydia trachomatis), IgA 530 P
11.15.A2.201 AnTuTEna k xnamvaum (Chlamydia trachomatis), IgM 480 P
11.15.A3.201 AnTuTena k xnamvaum (Chlamydia trachomatis), IgG 530 P
11.15.A4.201 AnTuTena k xnamupodune (Chlamydophila pneumoniae), IgA 660 P
11.15.A5.201 AnTuTena k xnamupodune (Chlamydophila pneumoniae), IgM 490 P
11.15.A6.201 AnTuTena k xnamupodune (Chlamydophila pneumoniae), IgG 560 P
11.16.A1.201 AHnTUTENa Kk Mukonnaame (Mycoplasma hominis), IgA 490 P
11.16.A3.201 AHnTUTENa k Mukonnaame (Mycoplasma hominis), IgG 490 P
11.16.A4.201 AHnTuTENna k munkonnaame (Mycoplasma pneumoniae), IgA 490 P
11.16.A5.201 AnTuTENna Kk munkonnaame (Mycoplasma pneumoniae), IgG 490 P
11.16.A6.201 AHnTuTENa Kk mukonnaame (Mycoplasma pneumoniae), IgM 490 P
11.17.A1.201 AnTuTena k ypeannasme (Ureaplasma urealyticum), IgA 600 P
11.17.A3.201 AnTuTena k ypeannasme (Ureaplasma urealyticum), IgG 600 P
11.18.A1.201 AHnTuTENa Kk TpuxomoHage (Trichomonas vaginalis), 1gG. 600 P
11.19.A1.201 AHnTuTEna Kk Tokconnasme (Toxoplasma gondii), IgM 530 P
11.19.A2.201 AHnTuTENna Kk Tokconnasme (Toxoplasma gondii), IgG 530 P
11.19.A4.201 AHnTuTEna Kk Tokconnasme (Toxoplasma gondii), IgA 600 P
11.2.A1.201 [MoBEpPXHOCTHBIV aHTUreH BUpyca renatuta B (aBctpanuickuii aHTured, HbsAg) 480 P
11.2.A2.201 AHTUTENa K NOBEPXHOCTHOMY aHTWUreHy Bupyca renatuta B (Anti-HBs) 430 P
11.2.A3.201 AHTUTENa K sAepHOMY (cor) aHTUreHy Bupyca renatuta B, cymmapHbie (Anti-HBcor) 410P
11.2.A4.201 AHTUTEna k agepHoMmy (cor) aHTureHy Bupyca renatuta B, IgM (Anti-HBcor IgM) 490 P
11.2.A5.201 AnTureH HBe Bupyca renatuta B (HbeAg) 410P
11.2.A6.201 AHnTUTENna k HBe-aHTUreHy Bupyca renatuta B, cymmapHbie (Anti-HBe) 430 P
11.2.A7.201 [MoBepPXHOCTHBIV aHTUreH BUpyca renatuta B (aBctpanuiickuii aHTure, HbsAg), 14708
KOMUYECTBEHHO
11.20.A1.201 AHTtuTena k onuctopxam (Opisthorchis felineus), IgG 870 P
11.20.A10.201 AnTuTena k onuctopxam (Opisthorchis felineus), IgM 840 P
11.20.A12.201 AHTuTena k ackapuaam (Ascaris lumbricoides), IgG 1,110 P
11.20.A13.201 AnTuTEna k knoHopxam (Clonorchis sinensis), IgG 440 P
11.20.A14.201 LMK, copepxalune aHTUreHbl ONMCTOPXOB 350 P
11.20.A2.201 AHTUTENa K axvHokokkaM (Echinococcus granulosus), IgG 870 P
11.20.A3.201 AHTUTENa Kk Tokcokapam (Toxocara canis), IgG 860 P
11.20.A4.201 AnTuTena k TpuxuHennam (Trichinella spiralis), IgG 520 P
11.20.A5.201 AHTUTENa K Wwnctocomam (Schistosoma mansoni), IgG 730 P




11.20.A6.201 AHTUTENa K yrpuuam kuweyHbiM (Strongyloides stercoralis), IgG 1,140 P
11.20.A7.201 AHTUTENa K uncTuuepkam ceuHoro LenHs (Taenia solium), IgG 650 P
11.20.A8.201 AHTUTENa K NevyeHo4HbIM cocanblumkam (Fasciola hepatica), IgG 910 P
11.21.A1.201 AnTuTena k kaHamge (Candida albicans), IgA 430 P
11.21.A2.201 AnTuTena k kaHamge (Candida albicans), IgG 600 P
11.21.A3.201 AnTuTena k kaHamge (Candida albicans), IgM 690 P
11.22.A1.201 AHnTUTENa Kk Nambnuam (Lamblia intestinalis), cymmapHblie 600 P
11.22.A2.201 AHnTuTENa Kk NamMbnuam (Lamblia intestinalis), IgM 380 P
11.23.A1.201 AHTUTENa K MnkobakTepumsaim Tybepkynesa (Mycobacterium tuberculosis), cymmapHbie 1,900 P
11.24.A1.201 AnTuTEna k 6oppenuam (Borrelia burgdorferi), IgM 670 P
11.24.A2.201 AnTuTEna k 6oppenuam (Borrelia burgdorferi), IgG 670 P
11.24.D1.201 AHnTuTEna k 6oppenusam (Borrelia), IgM (uMmyHOBRnOT) 2,410P
11.24.D2.201 AnTuTEna k 6oppenusam (Borrelia), IgG (uMmyHOBNOT) 2,410P
11.25.A1.201 AHTUTEna k nermoHennam (Legionella pneumophila), cymmapHbie 650 P
11.26.A1.201 AHnTUTENa k napsoBupycy (Parvovirus) B19, IgG 710 P
11.26.A2.201 AHnTUTENa Kk napsoeupycy (Parvovirus) B19, IgM 710 P
11.28.A1.201 AHnTuTEna k Bo36yautento audptepum (Corynebacterium diphtheriae) 800 P
11.28.A2.201 AHnTuTEna k Bo3byautento ctonbHsika (Clostridium tetani) 960 P
11.3.A2.201 AHnTuTEna K Bupycy renatuta C, IgM (Anti-HCV IgM) 410P
11.3.A3 AHnTuTEna K Bupycy renatuta C, cym. (Anti-HCV) 150 P
11.30.A1.201 AHnTUTENna Kk nenwmanum (Leishmania infantum), cymmapHbie 680 P
11.32.A1 AHnTUTEna k Bo3byauTento ncesgoTybepkynesa (Yersinia pseudotuberculosis), 605 B
POrA, tp
11.32.D1.201 AnTuTena k nepcuHusam (Yersinia enterocolitica), IgA; IgG 670 P
11.33.A1.201 AHTUTENa K KOKIMIOLHOMY TOKCUHY, IgA 760 P
11.33.A2.201 AHTUTENa K KOKMIOLWHOMY TOKCUHY, 1gG 760 P
11.33.D1.201 AHTUTENA K BOBGy,CI.IATeJ.'IﬂM Kokntowa u napakokniowa (Bordetella pertussis, 760 B
Bordetella parapertussis), cymmapHbie (PMTTA) nonykonu4yecTBeHHO
11.34.A1.201 AnTuTEna k MmeHunHrokokky (Neisseria meningitidis) 1,610 P
11.35.D1.201 AnTuTena k wurennam (Shigella flexneri I-V, Shigella sonnei) 1,260 P
11.36.A1.201 AHTUTENa Kk canbmoHennam (Salmonella) A, B, C1, C2, D, E 580 P
11.37.A1.201 AnTuTEna Kk Vi-aHTureHy Bobyautens 6ptowHoro Tuda (Salmonella typhi) 860 P
11.38.A1.201 AHTUTENa K aHTUreHam T-numdoTponHbix BupycoB (HTLV) 1 n 2 Tunos 2,180 P
11.39.A1.201 AnTuTena k 6pyuenne (Brucella), IgA 430 P
11.39.A2.201 AnTuTena k 6pyuenne (Brucella ), IgG 300 P
11.4.A1.201 AHnTuTEna Kk Bupycy renatuta D, cymmapHbie (Anti-HDV) 410P
11.4.A2.201 AnTuTEna k Bupycy renatuta D, IgM (Anti-HDV IgM) 210P
11.40.A1.201 AHTUTENa K BUpYyCy KneweBoro aHuedanuTa, IgM 910 P
11.40.A2.201 AHTUTENa K BMpYCy KneweBoro aHuedanuTa, IgG 960 P
11.41.A1.201 AHnTuTENna k amebe anseHTepuiiHon (Entamoeba histolytica), IgG 740 P
11.46.A1.201 AnTuTena k Bupycy Kokcaku (Coxsackievirus), IgM 870 P
11.47.A2.201 AHTUTena k rpubam (Aspergillus fumigatus), IgG 600 P




11.49.A1.201 AnTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgM 800 P
11.49.A2.201 AnTuTEna k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgA 530 P
11.49.A3.201 AnTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), IgG 670 P
11.5.A1.201 AHnTuTEna k Bupycy renatuta E, IgG (Anti-HEV IgG) 210P
11.5.A2.201 AHnTuTEna K Bupycy renatuta E, IgM (Anti-HEV IgM) 350 P
11.51.A1.201 AnTuTena k AoeHoBupycy (Adenoviridae), IgA 1,050 P
11.51.A2.201 AnTuTena k AoeHosupycy (Adenoviridae), IgG 1,050 P
11.51.A3.201 AnTuTEna k AneHoBupycy (Adenoviridae), IgM 1,060 P
11.52.A2 AHTUTEna K pecnmpaTtopHo-cuHUuUTMansHomMy Bupycy (RSV) IgG 900 P
11.52.A3 AHTUTENa K pecnupaTopHO-CUHUMUTHansHomy Bupycy (RSV) IgM 900 P
11.57.A1 AnTuTena IgA k kopoHaBupycy SARS-CoV-2, 6enok S1 (EUROIMMUN, Nepmanust) 3,800 P
11.57 AM10 ét:lllgena K kopoHaBupycy SARS-Cov2, HykneokancugHbln 6enok, IgG (Abbott, 1,960
11.57.A13 AHTUTENa K KOpoHaBupycy SARS-Cov2, 6enok S, IgM (Abbott, CLUA) 1,960 P
11.57 A4 AnTuTena k IgG k RBD gomeHy S1 6enkakopoHaBupyca SARS-Cov2(Abbott, CLLA) 1,960
KOMuY.
AnTuTena IgG k kopoHaBupycy SARS-CoV-19 nocne BakuuHauum
1.57.A15 npenapatom"3nuBakKopoxa"(PBYH MHL| BB "BekTop", Poccus) 1.840#
11.57.A16 AnTuTena IgG k S-6enky kopoHaBupyca SARS-CoV-2 (Bektop-becT, Poccus) 620 P
11.57.A2 AnTuTena IgG k kopoHaBupycy SARS-CoV-2, 6enok S1 (EUROIMMUN, MepmaHus) 3,800 P
11.57.A4 O6HapyxeHue aHtuten IgG k kopoHasupycy SARS-CoV-2 (Poccusi) 1,960 P
11.57.A5 AnTuTena IgM k kopoHaBupycy SARS-CoV-2 (Bektop-becT, Poccusi) 1,960 P
11.57.D1 AnTutena IgM/IgG k Bupycy SARS-CoV-2, XA 3,800 P
11.6.A1.201 Mukpopeakunsa Ha cucunuc kavectseHHo (RPR) 340 P
11.6.A2.201 Peakuus naccuBHoOM remarrnioTuHaumnm Ha cucpunuc (PMNrA), kayecTBEHHO 350 P
11.6.A3.201 Peakuus naccuBHom remarrnoTuHauum Ha cucpunmc (PMNIA), nonykonnyecTBeHHO 490 P
11.6.A4.201 AHnTuTEna Kk 6negHon TpenoxHeme (T.pallidum),cym. 410 P
11.6.A5.201 AHnTUTENa Kk 6negHon TpenoHeme (Treponema pallidum), IgM 530 P
11.6.A6.201 Mukpopeakumsa Ha cucunuc, nonykonmyectseHHo (RPR) 340 P
11.6.A8.201 AHTuTENa Kk 6negHon TpenoHeme (Treponema palidum), IgG 410 P
11.7.A1.201 BWY (aHTuTENa 1 @HTUreHbI) 340 P
11.8.A1.201 AHTUTENa K BUpYycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, II), IgM 610 P
11.8.A2.201 AHnTUTENa K BMpycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, II), IgG 610 P
11.8.A4.201 AHTUTENa K BUpYycy npocToro repneca | tuna (Herpes simplex virus 1), IgM 600 P
11.8.A5.201 AHTUTENa K BMpYycy npocToro repneca | tuna (Herpes simplex virus 1), IgG 860 P
11.8.A6.201 AHTUTENa K BMpycy npoctoro repneca |l Tuna (Herpes simplex virus |1), IgM 600 P
11.8.A7.201 AHTUTENa K BUpycy npocToro repneca |l Tuna (Herpes simplex virus Il), IgG 860 P
11.8.A8.201 AnTuTena k Bupycy repneca VI tuna (Human herpes virus VI), IgG 760 P
11.8.A9.201 AHTUTENa Kk BMpycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, II), IgA 600 P
11.8.01.201 AHTUTENa Kk BUpYycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, II), IgM 2,880
(vmmyHOBNOT)
11.8.02.201 AHTUTENa K BMpycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, II), IgG 2,880
(vmmyHOBNOT)
11.9.A1.201 AHnTUTENa K unTomeranosmpycy (Cytomegalovirus), IgM 670 P
11.9.A2.201 AHnTuTEna K unTomeranosupycy (Cytomegalovirus), IgG 530 P
11.9.A6.201 AnTUTENa K unTomeranosupycy (Cytomegalovirus), IgA 870 P
11.9.D02.201 AHnTuTENna Kk unTomeranosmpycy (Cytomegalovirus), IgG (MMMyHOBNOT) 4,230 P
12.10.A1.202 PHK Bupyca renatuta D 670 P
12.10.A3 PHK Bupyca renatuta D, BupycHasi Harpyska(kor) 1,500 P
12.11.A1.202 PHK Bupyca renatuta G 870 P
12.13.A1.202 [OHK untomeranosupyca (Cytomegalovirus) 490 P
12.13.A2.202 [OHK untomeranosupyca (Cytomegalovirus), konm4ecTBEHHO 760 P
12.14.A1.202 [OHK Bupyca npocTtoro repneca |, Il Tuna (Herpes simplex virus |, I1) 490 P
12.15.A1.202 [OHK Bupyca repneca VI Tuna (Human Herpes virus VI) 460 P
12.15.A2 [OHK Bupyca repneca VI tna (Human Herpes virus VI), kpoBb, Konuy. 445 P
12.16.A1.202 [OHK Bupyca OnwrenHa-bapp (Epstein-Barr virus) 670 P
12.16.A2.202 [OHK Bupyca SnwrenHa-bapp (Epstein-Barr virus), konnyectBeHHo 760 P
12.17.A1.202 [OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 510 P
12.18.A1.202 *PHK BWM | Tna 2,830 P
12.18.A2.202 *PHK BUY | Tina, Konn4yecTBeHHO 7,570
12.19.A2 PHK 3SHTepoBupyca (Enterovirus), kpoBb 845 P
12.21.D1.202 OpHoBpemeHHoe onpenenenve OHK Bupyca renatuta B, PHK Bupyca renatuta C, 2,980 P
PHK BWY | Tvna.
12.22.A2.202 [OHK napsowupyca B19 (Parvovirus B19), kon. 1,330 P
12.23.A1.202 PHK Bupyca kpacHyxv (Rubella virus) 1,610 P
12.24.D1 [OHK Bupycos rpynnbl repneca (EBV, CMV, HHV6) kpoBb, konuy. 1,685 P
12.25.A1.202 [OHK apgeHosupyca (tunbl 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) 1,300 P
12.26.A1.202 [OHK Bupyca repneca VIl tuna (Human Herpes virus VII), kpoBb, kau. 540 P
12.31.A3 MLP-gnarHocTtvka kneweBoro aHuedanuTa, KpoBb, Kau. 880 P




MLUP-anarHocTyka knewebix nHdekumin Bo3byautenen 6oppenunosa (Borrelia

12.31.D1 burgdorferi), moHounTapHoro apnuxunosa (Ehrlichia chaffeensis) n aHannasamosa 1,930
(Anaplasma phagocytophilum), kpoBb, kau.
12.4.A1.202 [OHK nuctepun (Listeria monocytogenes), kpoBb 490 P
12.5.A1.202 [OHK Tokconnaswmsbl (Toxoplasma gondii) 430 P
12.6.A1.202 [OHK mukobaktepum Tybepkynesa (Mycobacterium tuberculosis) 480 P
12.7.A1.202 PHK Bupyca renatuta A 670 P
12.8.A1.202 [OHK Bupyca renatuta B 670 P
12.8.A2.202 [OHK Bupyca renatuta B, Konn4ecTBEHHO 2,650 P
12.8.D2 [OHK BI'B, renotun (A,B,C,D) kKpoBb, Kau. 1,100 P
12.9.A1.202 PHK Bupyca renaturta C, kau. 670 P
12.9.A2.202 PHK Bupyca renatuta C, KOnn4ecTBEHHO 2,650 P
12.9.D1 PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6) kpoBb, kon. * 2,260 P
12.9.D2 PHK BI'C, renotun (1,2,3) KpoBb, kau. * 1,010 P
12.9.D3 PHK BI'C, reHotun (1a, 1b, 2, 3a, 4, 5a, 6), KpoBb, kau. * 1,660 P
13.1.A1.900 OHK xnamuagum (Chlamydia trachomatis) 290 P
13.1.A3.900 OHK xnamugum (Chlamydia trachomatis), konn4ectBeHHO 490 P
13.11.A2.900 [OHK ctpenTokokkoB (Streptococcus species) 490 P
13.13.A1.900 [OHK nuctepun (Listeria monocytogenes) 550 P
13.14.A1.101 [OHK canbmonenn (Salmonella species) 950 P
13.14.A5.101 *OHK Bo36yautens nceBgoTybepkynesa (Yersinia pseudotuberculosis) 580 P
OwnaporenHble E.coli (QHK aHTeponaToreHHbix E. coli/AHK aHTepoTokcureHHbIx E.
13.14.D1.101 coli/ AHK aHTeponHBa3uBHbix E. coli/AHK aHTeporemopparuyeckux E. coli/ AHK 2,280P
aHTepoarrperatueHbix E. Coli)
13.15.A1.900 OHK kangnabl (Candida albicans) 340 P
13.15.A2.900 OHK kangnabl (Candida albicans), konnyectBeHHO 490 P
13.15.01.900 OHK rpn6os popa kaHamapl (Candida albicans/Candida glabrata/Candida krusei) ¢ 4108
onpeaenexHnem tuna
13.16.A1.900 [OHK Tokconnaswmsbl (Toxoplasma gondii) 380 P
13.16.A2.900 [OHK Tokconnaswmbl (Toxoplasma gondii), Konu4ecTBEHHO 630 P
13.17.A1.900 [OHK tpuxomoHagpl (Trichomonas vaginalis) 340 P
13.17.A2.900 [OHK tpuxomoHagpl (Trichomonas vaginalis), konm4ecTBeHHO 490 P
13.18.A1.900 [OHK untomeranosupyca (Cytomegalovirus, CMV) 490 P
13.18.A2.900 OHK untomeranosupyca (Cytomegalovirus, CMV), kKonn4ecTBeHHO 760 P
13.19.A1.900 [OHK Bupyca npocToro repneca | Tuna (Herpes simplex virus |) 340 P
13.19.A2.900 [OHK Bupyca npocTtoro repneca Il Tuna (Herpes simplex virus 1) 340 P
13.19.A3.900 [OHK Bupyca npocToro repneca | u Il Tunos (Herpes simplex virus | u 1) 490 P
13.19.A4.900 OHK Bupyca npocTtoro repneca | Tuna (Herpes simplex virus ), konu4yecTBeHHO 490 P
13.19.A5.900 [HK Bupyca npocTtoro repnieca Il Tuna (Herpes simplex virus ), konuyectBeHHO 490 P
13.2.A1.900 [OHK mukonnasmel (Mycoplasma hominis) 290 P
13.2.A2.900 [OHK mukonnasmbl (Mycoplasma genitalium) 290 P
13.2.A4.900 [OHK mukonnasmbl (Mycoplasma genitalium), konuyecTBeHHO 490 P
13.2.A5.900 [OHK mukonnasmbl (Mycoplasma hominis), konuyecTBeHHO 410 P
13.20.A1.900 [OHK Bupyca repneca VI Tuna (Human Herpes virus VI) 460 P
13.20.A2.900 [OHK Bupyca repneca VI Tuna (Human Herpes virus V1), konm4yectBeHHO 580 P
13.21.A1.900 [OHK Bupyca OnwrenHa-bapp (Epstein-Barr virus) 670 P
13.21.A2.900 [OHK Bupyca SnwrenHa-bapp (Epstein-Barr virus), konnyectBeHHo 490 P
13.22.A1.900 [OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 440 P
13.23.A1.900 [OHK nanunnomasupyca (Human Papillomavirus, BIM4) 16 tuna 270 P
13.23.A2.900 [OHK nanunnomasupyca (Human Papillomavirus, BIM4) 18 tuna 330 P
13.23.A3.900 [OHK nanunnomasupycoB (Human Papoiilmavirus) BbICOKOro kaHL,EepOreHHoro pucka 560 B
(16-68 Tunos: 16,18,31,33,35,39,45,51,52,56,58,59,66,68) 6e3 onpeaenexuns Tuna
13.23.D1.900 OHK nanunnomasupycos (Human Papillomavirus, BMY) 31/33 tunos ¢ 400 B
onpeaenexHnem tvuna
13.23.02.900 [OHK nanunnomasupycos (Human Papillomavirus, BMN4) 6/11 tunos ¢ 490 B
onpeaenexHnem tuna
13.23.D3.900 OHK nanunnomasupycoB (Human Papillomavirus, BMN4) 6/11 tunos ¢ 500 P
onpeAeneHnemM Tuna, Konm4yecTBeHHO
13.23.D4.900 OHK nanunnomasupycos (Human Papillomavirus, BMY) 31/33 tunos ¢ 570 P
onpeAeneHnemM Tuna, KonmyecTBeHHO
BMN4Y-tect (ROCHE COBAS4800) BbICOKOro KaHLeporeHHoro pucka (16-68 tunos:
13.23.D5.900 16, 18 c onpenenexuem tuna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 6e3 2,850 P
onpeaenexus una)
[OHK nanunnomasupycoB (Human Papoiilmavirus) BbICOKOro kaHL,EepOreHHoro pucka
13.23.06.900 (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 TMNOB) C onNpeaeneHemM T1na 600 #
13.24.D1.900 [HK nanunnomaswupycos (Human Papillomavirus, BMN4) 16/18 Tunos, 490 B
KONMUYECTBEHHO
13.25.A1.101 PHK aHTepoBupyca (Enterovirus) 640 P
13.26.A1.101 PHK potaBupycos (Rotavirus) A 870 P
13.28.A1.101 PHK HopoBwupycos (Norovirus) Il Tuna 920 P
13.29.A1.900 [OHK apgeHosupyca (tunbl 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) 1,150 P
13.3.A1.900 [OHK ypeannaswmbl (Ureaplasma urealyticum) 340 P
13.3.A2.900 [OHK ypeanna3wmbl (Ureaplasma parvum) 270 P
13.3.A3.900 [OHK ypeanna3wmbl (Ureaplasma species) 340 P
13.3.A4.900 [OHK ypeanna3wmbl (Ureaplasma species), Konn4ecTBeHHO 490 P
13.3.A5.900 [OHK ypeannaswmbl (Ureaplasma urealyticum), konn4ecTBeHHO 490 P
13.3.A6.900 [OHK ypeanna3wmbl (Ureaplasma parvum), konm4ecTBEHHO 490 P
13.30.A2.900 PHK Bupyca rpunna A/H1N1 (cBuHoM rpunn), (kad.) 2,280 P
13.30.A4 PHK kopoHaBupyca SARS-CoV-2 (COVID-19) 1,110 P
13.30.D1.900 "eHoTUNVpoBaHuWe Bupyca rpunna (A/B) 1,140 P




OPBW-CkpuH (PHK pecnupatopHocuHuutnansHoro supyca/ PHK

13.30.D2.900 meTanHeBmoBupyca/ PHK naparpunna (tunos 1, 2, 3 un 4)/ PHK kopoHaBupycos/ 2,280P
PHK puHoBupycos/ OHK apgeHosupycos (rpynn B, C n E)/ AHK 6okaBupyca)
13.30.D3.900 PHK Bupycos rpunna A/H1N1, A/H3N2 2,280 P
13.30.D4 Bupycbl rpynnel repneca (EBV, CMV, HHV6) 960 P
13.31.A1 [OHK Bupyca repneca VIl Tuna (Human Herpes virus VIII) 470 P
[HK Bo3byauTenen koknowa/napakoknioLlia/6poHxocentukosa (Bordetella
13.31.D1.900 pertussis/Bordetella parapertussis/Bordetella bronchiseptica) 960 F
KomnnekcHoe uccnegosanve JHK MeHWHrokokka, reMmounbHOM nanoyku,
13.32.D2 ctpenTtokokka (Neisseria meningitidis, Haemophilus influenzae, Streptococcus 1,300
pneumoniae), ka4
13.34.A1.900 [OHK napsowupyca B19 (Parvovirus B19) 1,330 P
13.37.A1.900 [OHK nHeBMoumcTbl (Pneumocystis jirovecii (carinii)) *** 920 P
13.38.A1.900 [OHK ctpenTtokokka (S. agalactiae), kon. 650 P
13.4.A1.900 [OHK rapgHepennsl (Gardnerella vaginalis) 340 P
13.4.A2.900 [OHK rapgHepennsl (Gardnerella vaginalis), konu4ecTBeHHO 490 P
13.44.D1.900 drnopoueHo3-6aKkTepranbHbI BarnHos 1,590 P
13.44.D2.900 PJIOPOLIEHOS - komnnekcHoe uccnegosanue (Bkntovaetr NCMT) 2,460 P
13.44.D3.900 SJIOPOLIEHO3 1,890 P
13.46.A1.900 [OHK Bupyca repneca VIl Tuna (Human Herpes virus VII) 470 P
13.48.D1.900 AHOpoIop CKpYH 1,850 P
13.48.D2.900 Angpochnop 3,050 P
13.5.A1.900 [OHK 6negHol TpenoHemsbl (Treponema pallidum) 490 P
13.6.A1.900 [OHK roHokokka (Neisseria gonorrhoeae) 340 P
13.6.A2.900 [OHK roHokokka (Neisseria gonorrhoeae), KONM4ECTBEHHO 490 P
13.8.A1.900 [OHK mukobaktepumn Tybepkynesa (Mycobacterium tuberculosis) 480 P
13.9.A1.101 [OHK xenukobaktepa (Helicobacter pylori) 760 P
14.1.A5.900 VccnepoBaHve Ha GroLueHo3 Bnaranuviia (guarHoctuka 6aktepyanbHOro BarmHosa) 1,860 P
14.1.A6.900 MoceB Ha rpubbl poga kaHanaa (Candida) ¢ ngeHTUdukaumen n onpegenexHnem 1140
YYBCTBUTENIHOCTY K aHTUMMKOTUYECKVM npenapaTtam
14.1.A8.900 *MoceB Ha remocunbHyto nanoyky (Haemophylus influenzae) ¢ onpegenexnem 1,020
YYBCTBUTENBHOCTY K aHTUGMOTUKaM
14.1.D33.900 *MoceB Ha Mukonna3smy un ypeannasmy (Mycoplasma hominis, Ureaplasma species) 2,090 P
C onpefeneHmeM YyBCTBUTENBHOCTU K aHTUGKMOTUKaM
*ABTOMATUYECKWIA MOCEB M MAEHTUDMKALIMS MUKPOOPraHU3MOB C NMOMOLLbIO
14.10.A1.900 BpemsnponetHoin MACC-cnektpomeTpuu (MALDI-TOF) ¢ pawwvpeHHow 3,320 P
aHTMBMOTMKOrpamMMON, BbINONTHEHHOM Ha aBToMaTtun4eckon cucteme VITEK
*ABTOMaTUYECKWIA MOCEB M MOEHTUDMKALIMS MUKPOOPraHU3MOB C NMOMOLLbIO
14.10 A2.900 BPEMSANPONETHON MA“CC-CI'IEKTpOMe;I'pI/IVI (MALDI-TOF) cvpaumpeHHoﬁ 6,530 P
aHTMBMOTMKOrpamMMON, BLINOTHEHHON Ha aBToMaTtun4eckon cucteme VITEK, B
oTtaensiemom JIOP-opraHoB geten
*MoceB Ha MUKPOMOPY OTAENSEMOrO YPOreHUTanbHOTo TpaKTa KeHLLUVHbI C
14.11.A1.900 onpeaeneHvem 4yBCTBUTENbHOCT K OCHOBHOMY CMEKTPY aHTUBMOTHKOB, B T.4. 1,330 P
KaHanga
*MoceB Ha MUKPOMIOPY OTAENSEMOrO YPOreHUTanbHOro TpakTa KeHLLUVHbI C
14.11.A2.900 onpeaeneHvemM 4yBCTBUTENbHOCTU K PaCLUIMPEHHOMY CMNEKTPY aHTUBMOTHKOB, B T.4. 1,810 P
KaHanga
*MoceB Ha MUKPOMIOPY OTAENSIEMOrO YPOreHUTanbHOro TpakTa KeHLLUVHbI C
14.11.A3.900 onpeaeneHnem 4yBCTBUTENbHOCTY K OCHOBHOMY CMEKTPY aHTUOUOTHKOB U 1,710 P
6akTepunodbaram, B T.4. kaHauaa
*MoceB Ha MUKPOMIOPY OTAENSIEMOrO YPOreHUTanbHOIo TpakTa KeHLLUVHbI C
14.11.A4.900 onpeaeneHnem YyBCTBUTENbHOCTY K PAaCLUMPEHHOMY CNEKTPY aHTUOMOTUKOB 1 1,900 P
6akTepunodbaram, B T.4. kaHanaa
14.12.A1.900 *Anc6akTepunos ¢ onpeaeneHnemM YyBCTBUTENIbHOCTY K aHTUBMOTUKaM U 2330
bakTepunodaram
14.12.A2.900 *[ncbakTepunos c onpeaeneHnemM YyBCTBUTENLHOCTU K 6akTeprodaram 2,190 P
14.12. A3.900 *MoceB Ha BO36yaMTENen KNLWeYHoM MHeKUumM (CaribMOHEN b, LUMrensbl) ¢ 040 P
onpeaeneHnemM YyBCTBUTENbHOCTY K aHTUBMOTUKaM
14.12. A5.900 *MoceB Ha 30noTUCTLIN cTadunokokk (Staphylococcus aureus) ¢ onpeaeneHvem 870 P
YYBCTBUTEIBHOCTU K aHTUGMOTUKaM
14.12.A6.900 *IoceB Ha MEPCUHWUVU C ONpefeNneHMeEM YyBCTBUTENbHOCTU K aHTUBNOTUKaM 940 P
14.13.A1 MoceBs xen4yu Ha MUKPOOpPY C ONpeaeneHnemM YyBCTBUTENbHOCTY K 2135P
pacLUMpeHHOMY CNeKTpy aHTMBMOTIKOB 1 BakTepuodaram
*MoceB Ha MUKPOIOPY OTAENSIEMOrO YPOreHUTanbHOro TpakTa My>4uHbI C
14.2.A1.900 onpeaeneHvem 4yBCTBUTENbHOCT K OCHOBHOMY CMEKTPY aHTMBMOTHKOB, B T.4. 1,330 P
KaHanga
*MoceB Ha MUKPOIOPY OTAENSIEMOrO YPOreHUTanbHOro TpakTa My>X4uHbI C
14.2.A2.900 onpeaeneHvemM 4yBCTBUTENbHOCTU K PaCLUIMPEHHOMY CMEKTPY aHTUBMOTUKOB, B T.4. 1,810 P
KaHanga
*MoceB Ha MUKPOIOPY OTAENSIEMOrO YPOreHUTanbHOro TpakTa My>4uHbI C
14.2.A3.900 onpeaeneHnem 4yBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUOUOTHKOB U 1,710 P
6akTepunodparam, B T.4. kaHauaa
*MoceB Ha MUKPOIOPY OTAENSIEMOrO YPOreHUTanbHOro TpakTa My>4uHbI C
14.2.A4.900 onpeaeneHnem YyBCTBUTENbHOCTY K PACLUMPEHHOMY CNEKTPY aHTUBMOTUKOB 1 1,900
6akTepunodparam, B T.4. kaHauaa
14.3.A1.900 *MoceB Ha MUKPOIOPY OTAEMNSIEMOrO APYrX OPraHOB U TKaHEN C onpeaerneHnem 1610
YYBCTBUTESIHOCTY K OCHOBHOMY CMEKTPY aHTUBMOTHKOB, B T.4. KaHAnAa
14.3.A2.900 fl'loceB H‘:a M@Kpo@gqe}{ ‘,’TF‘,G,”,”?“,",‘,’,FO npyrm;(iopir?rcr)s @TKaHeﬁ c Orlp?ﬂ?ﬂeHl/leM 1810




*MoceB Ha MMKPONOPY OTAENAEMOro APYriiX OPraHoB M TKaHEW C ONpeaeneHuem

14.3.A3.900 YYBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY aHTMBMOTUKOB 1 BakTepunodaram, B T.4. 1,610 P
KaHanga
*MoceB Ha MUKPOIOPY OTAENSEMOrO APYrX OPraHOB U TKaHEN C onpeaeneHnem

14.3.A4.900 YYBCTBUTENBHOCTU K pPaCLUMPEHHOMY CMEKTPY aHTUONOTUKOB 1 BakTepuodaram, B 1,900 P
T.4. KaHAnga

14.4.A1.900 MoceB Ha Mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpegenexHnem 1330
YYBCTBUTESIBHOCTY K OCHOBHOMY CMEKTPY aHTUBUOTHKOB, B T.4. KaHAUAA

14.4.A2.900 MoceB Ha Mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpegenexHnem 1810P
YYBCTBUTENIBHOCTY K pacLUMPEHHOMY CMEeKTPY aHTUBMOTUKOB, B T.4. KaHAMAA
*MoceB Ha Mukpodropy otaensiemoro JIOP-opraHoB ¢ onpegenexHnem

14.4.A3.900 YyBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY aHTMBMOTUKOB 1 BakTepunodaram, B T.4. 1,710 R
KaHanga
*MoceB Ha Mukpodnopy otaensiemoro JIOP-opraHoB ¢ onpegenexHnem

14.4.A4.900 YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUONOTUKOB 1 BakTepuodparam, B 1,900 P
T.4. KaHAnga

14.5.A1.900 MoceB Ha MUKPOHIIOPY OTAENSEMOrO KOHBIOHKTUBbI C ONpPeAerieHnem 16108
YYBCTBUTESIBHOCTY K OCHOBHOMY CMEKTPY aHTUBUOTHKOB, B T.4. KaHAUAA

14.5.A2.900 MoceB Ha MUKPOHIIOPY OTAENSEMOrO KOHBIOHKTUBbI C ONpeAerieHnem 18108
YYBCTBUTENBHOCTY K pacLUMPEHHOMY CMEeKTPY aHTUBMOTUKOB, B T.4. KaHAMAA
*MoceB Ha MUKPOIOPY OTAENSEMOrO KOHBIOHKTUBbI C OnpeAeneHnem

14.5.A3.900 YYBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY aHTMBMOTUKOB 1 BakTepunodaram, B T.4. 1,710 R
KaHanga
*MoceB Ha MUKPOIOPY OTAENSEMOrO KOHBIOHKTUBbI C OnpeAeneHnem

14.5.A4.900 YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUONOTUKOB 1 BakTepuodaram, B 1,900 P
T.4. KaHAnga

14.6.A1.900 MoceB Moy Ha MUKpodiopy € ornpeaAeneHnem YyBCTBATENBHOCTU K OCHOBHOMY 12208
CrneKTpy aHTUOMOTIKOB, B T.4. KaHANAA

14.6.A2.900 MoceB Moy Ha MUKpPodIopy € ornpeaAeneHnem HYyBCTBATENBHOCTU K 1,050
pacLUMpEeHHOMY CNEKTPY aHTUBMOTHKOB, B T.4. KaHAUAA

14.6.A3.900 MoceB Moy Ha MUKpodIiopy € onpeaeneHnem HYyBCTBATENbHOCTU K OCHOBHOMY 12008
crnekTpy aHTM6MoTUKOB 1 BakTeprodaram, B T.4. kaHanaa

14.6.A4.900 MoceB Moy Ha MUKpodIopy € ornpeaAeneHnem YyBCTBATENBHOCTU K 1,500 @
pacLUMpeHHOMY CNEeKTpY aHTMBMOTVKOB 1 6akTepuodaram, B T.4. kKaHAMAA

14.7 A1.900 MoceB KPOBM Ha CTEPUNBHOCTbL C ONpeAeNieHNEM HYyBCTBUTENBHOCTM K 1,990
aHTUGMOTUKaM (KayecTBEHHOe onpefeneHne Harmymsi MUKpOOpraH3MoB)

14.8.A1.900 MoceB Ha NroreHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaenexHnem 11308
YYBCTBUTEIBHOCTU K aHTUGKOTUKaM

14.8.A2.900 **ToceB Ha andTepuriHyto nanodky (Corynebacterium diphtheriae, BL) 870 P

14.8.A3.900 MoceB Ha GeTa-remonuTyeckunini CTPENTOKOKK rpynnbl B (S. agalactiae) ¢ 1.205P
ornpeaeneHnemM YyBCTBUTENIbHOCTV K OCHOBHOMY CMEKTPY aHTUBUOTUKOB

15.0.A3.111 )KM,qKocTHaﬂ LMTOMNOrMst C onpefeneHueM NpeavkTopa N3MeHeHUn SHAoOMeTpUst 14,180 P
PTEN, Ki67

15.0.A4.111 KnakocTHast LMTONOMUs € onpefeneHneM HeonnacTUYECKMX M3MEHeHUN 10,400 P
aHpomeTpua PTEN

15.0.A5.111 XKnpkocTHas umTonorus ¢ Mceref0BaHNEM PELIENTUBHOCTY SHAOMETPUS K 17,960 P
acTporeHam, nporectepoHam, Ki67
KnakocTHas LMTONOMUSt SHAOMETPUS C AUArHOCTUKOIM XPOHUYECKOTo SHAOMeTpUTa

15.0.A6.111 (CD20+ CD56+, CD138+, HLA-DR) 22,6807

15.0.A7 111 KnakocTHast LMTONOMUSt SHAOMETPUS C UCCreAoBaHNEM ayTOMMMYHHOTO XapakTepa 8510 P
aHpometputa (HLA-DR)

15.0.D1.309 LinTonornyeckoe nccnegoBaHne oTAeNsi€Moro Braranviwa 480 P

15.0.D10.703 LinTonornyeckoe nccnegoBaHne NyHKTaTOB APYrvX OPraHoOB U TKaHewn 670 P

15.0.D011.313 LinTonornyeckoe nccnegoBaHne 3HAOCKOMUMYECKOro MaTtepuana 580 P

15.0.D12.120 LiuTonornyeckoe nuccrefoBaHvie Matepuana, nomy4eHHOro npu Xvpyprudeckux 860 2
BMeLlaTenbCTBax

15.0.D13.121 LinTonornyeckoe nccnegoBaHne cockoboB U OTNEYATKOB 600 P

15.0.D15.301 LiuTonornyeckoe nccrefoBaHve CMeLLAHHOrO cockoba ¢ ek MaTkv 1 U3 7402
LiepBMKanbHOro kaHana

15.0.D19.313 I:;T(T)(r)inormqec»(oe nccnefoBaHvie aHAoCKoNMYeckoro Matepuana Ha Helicobacter 670 2

15.0.D02.310 LinTonornyeckoe nccnegoBaHne cockoba ¢ LLEVKM MaTKu 760 P
CKPVHWHI paka Lenkn MaTkv (kuakoctHas uutonorust BD ShurePath ) ¢ BMNY-

15.0.020.900 Tectom (ROCHE COBAS4800) 3.030#

15.0.D021.900 XuakoctHasa uutonorus BD ShurePath 1,930 P
YKupgkoctHas uutonormss BD ShurePath ¢ aBTomaTnanpoBaHHo cuctemoi

15.0.D22.900 npocmoTpa uutonoruyeckux npenapartoB BD FocalPoint GS: onpenenenune 7,940P
oHkoMapkepa p16ink4a

15.0.D23.122 LinTonornyeckoe nccnegoBaHne HOBOOOPa30BaHWIN KOXU 410 P

15.0.D024.121 LinTonornyeckoe nccnegosaHne ocagka Moy 860 P

15.0.D3.311 LinTonornyeckoe nccnegosaHne cockoba u3 LepBrUKanbHOro kaHana 740 P

15.0.D4.111 LinTonornyeckoe nccnegoBaHne acnvpara us nonocTv MaTku 740 P

15.0.D5.102 LinTonornyeckoe nccrnegoBaHne MOKpoTbl 600 P

15.0.D6.603 LinTonornyeckoe nccnegoBaHune nneBpanbHON XUOKOCTU 760 P

15.0.D7.605 LinTonornyeckoe nccnegoBaHne nepukapananbHOv XUaKocTv 760 P

15.0.D8.701 LinTonornyeckoe nccnegoBaHne NyHKTaTOB MOMOYHOW XXenesbl 600 P

15.0.D9.701 LinTonornyeckoe nccnegoBaHne oTAENSIEMOrO MONTOYHOW Xenesbl 400 P

15.0.D09.702 LinTonornyeckoe nccnegoBaHne NyHKTATOB LLIMTOBUAHON Xenesbl 740 P

15.1.D25 [MepecMOTp roToBbIX LLUTONOrMYECKNX NpenapaToB (BTOpoe MHeHue), 1 nokyc 1,650 P

15.1.D28 LinTonornyeckoe nccnegoBaHne acLUMTUYECKON XXUAKOCTU 950 P

15.2 A16 KomnnekcHoe uccneposanue: koakcnpeccusi p16 u Ki67 (CINtec PLUS) n 7.755@

xwuakocTHas umtonorusi BD SurePath (MAIN — tecT)

YunkoctHag uutornorns MecenenoraHme NVHKTATOR MOMNMOYHOW XXerneabl TEXHONOrns




16.0.A10.110 WX nccneposanve (1 aHTUTENO) 7,190 P
16.0.A15.110 KoHcynbTaumsi rotoBoro npenapara nepeg UMX 2,730 P
16.0.A18.110 KoHcynbTaumsi rotoBbIx npenapaToB (1 fokyc) 5,940 P
16.0.A20.110 'mcTonornyeckoe nccnegoBaHne NyHKUMOHHOTO MaTepuana WUTOBUAHOW Xenesbl 2,250 P
16.0.A21.110 'mcTonornyeckoe nccnegoBaHne NyHKLUMOHHOTO MaTepuana MOMOYHOM Xenesbl 5,580 P
16.0.A22.110 'ncTonornyeckoe nccnegoBaHve NyHKUMOHHOTO MaTepuana novek 1,830 P
16.0.A23.110 "'ncTonornyeckoe nccnegoBaHue NyHKLUVOHHOTO MaTepuana nevyeHun 1,830 P
16.0.A24.110 [McTonornyeckoe nccrnenoBaHne naueHTbl 14,060 P
I'vcTonoruyeckoe mccned.matepuarna,nomn.npu xvp.BMeLL.u apyrux
16.0.A26.110 cpou.ucecnes. (aH.Tp.,rpbbK.MELLKM, XENY.My3blpb,CTEHKA PAHEBOTO KaHara,TkaHb 2,650 P
CBVLL.XOAA W rpaH.,anneHauke,npu.nas.Hoca,aHeBp13ma cocyaa,
Bap.pacLl.BeH,reMop.y3nbl, MUHA., adeHoMabl, ANYNuabl, KUCTbI SnY)
2licTonoruyeckoe nccnegoBaHne GroncuitHoro matepuana (3H4OCKONUYECKOro
16.0.A27 110 MaTepM?na, COCK?GOB NosiocTn MaTKy, cocxoﬁosvuepBMKaanorci KaHana, TKaHeIZI 2,650 P
>KEHCKOWA MOMOBOW CUCTEMbI, KOXW, MATKWUX TKaHe, KPOBETBOPHOM U NMUMdOUAHON
TKaHMW, KOCTHO-XPSILLEBON TKaHW)
Bvioncusi npeactaTenbHOM xenesbl MynbTUcoKanbHasi (TMCTONOrMYeckoe
16.0.A3.110 ped YbTUD ( 13,050 B
nccnefoBaHue Matepvana)
16.0.A7 110 FMCTonoqueCKog vcenep0BaHye SHAOCKOMMUECKOro MaTepuana xenyaka 2,760 P
BbisiBneHnem Helicobacter pylori
16.0.A8.110 "'ncTonornyeckoe nccnegoBaHve dHAOMETpUs (B T.4. nannenb-6uoncusi) 3,350 P
16.1.A1 [ononHuTenbHoe M3rotoBneHne 5 MukponpenaparTos 3,580 P
16.1.A10 "'ncTonorvst 3HA0CKONMYecKoro matepvana, nonvn ot 2 cm (Unim) 3,550 P
16.1.A11 vctonorus 3HAOCKONUHECKOro MaTepuana, o 3x kyc. (nuwesoaa, 6poHxa, 3,030
roptanu, Tpaxeu; Unim)
16.1.A12 McTonorus 3HAOCKONUYECKOTO matepuana, A0 3x kyc. (NuweBoaa, xenyaka, 2,760 P
KWLLKK, BpoHXa, ropTanu, Tpaxen; Unim)
I H.p. 3-
16.1.A13 ncTonoruA 3HAOCKONMHECKoro Matepuana xenyaka, H.p (npocTas go 3-x Kyco4koB 4,490 P
+ BoisBnenne Helicobacter pylori; Unim)
I B3K 6
16.1.A14 VICTOJ:IOFIAH aHAoCKONMHeCKoro MaTepuana (necTHuYHasa Guoncus, HECKONbKO 4780 P
KOHTerHepoB; Unim)
I OLGA (3 7 :
16.1.A15 VICTOJ'IOFIAH“:-)H,CI,OCKOI'II/I‘-IeCKOI'O maTepuana (3 KoHTENHEpa: Teno, yror, 4780 P
aHTpanbHbI oTAen xenyaka; Unim)
16.1.A17 Second Opinion - KOHCYNbTaLusi FOTOBOro crny4vasi (Bce npenapatbl naumeHTa; Unim) 8,170 P
16.1.A18 ['vcTonorus onepaunoHHOro maTepuana (oTAEenbHO COCKOG M3 LiepBUKANbHOTO 2,820 P
KaHana unu u3 nonoctu matku; Unim)
16.1.A19 'ncTonorus matepunana POB (pa3gensHoe gnarHoctuydeckoe BoickabnvsaHue, 2 3780 P
T KOHTEWHepa: NoNoCTb MaTKK, LiepBMKarnbHbIv kaHan; Unim) !
16.1.A2 [ononHuTensHoe M3roToBneHne mukponpenapaTta (6-10) 7,190 P
"'McTONOorns KOXHbIX 1 MOAKOXHbIX HOBOOBpasoBaHuii (HoBoobpasoBaHust MeHee 14
16.1.A20 . A P ( P 4240
MM; Unim)
16.1.A21 'netonorus n UMX xpoHuyeckoro SH,ClI.OMeTpI/ITa, CD138 (amarHocTtunyeckoe 6,160 P
BbiCkabnvBaHue: nonoctn matku; Unim)
16.1.A22 'netonorus u UMX MonoyHowm xxenesbl, 40 4 aHTuTen (NyHKUMoHHas 6uoncus; Unim) 13,570 P
16.1.A23 MNepesanveka 6noka 1 usrotoenexune 1 cteknonpenapara (Unim) 1,270 P
16.1.A24 [ope3ska ogHoro creknonpenaparta u3 6noka (Unim) 460 P
16.1.A25 'vcTonornyeckoe nccnegoBaHue GuoncuiiHoro matepuana (1 koHTenHep) Unim 2,550 P
16.1.A3 [ononHuTensHoe u3rotoenexHne mvkponpenapata (ot 10) 16,070 P
16.1.Ad 'mcTonornyeckoe nccnegoBaHve SHAOCKONMYeCKkoro MaTepuana xenyaka (OLGA, 3 4340 2
o KOHTEWHepa: Teno, yrosn, aHTparnbHbI OTAEN Xenyaka) ’
16.1.A40 rVICTOJ'I.OFMHeCKoe nccnefoBaHue 3HAOCKONUYECKOro MaTepuana (nonvn Gonee 2 3,400 P
cm; Unim)
16.1.A41 I'vcTonoruyeckoe MccnefoBaHWe 9HOOCKONUYECKOro MaTepuarna crnoxHoe (6onee 3 3450 P
T KYCOYKOB) NWLLIEBOAA, Xenyaka, KULLKK, 6poHxa, ropTaHu, Tpaxen (Unim) !
16.1.Ad2 I'McTonoruyeckoe MccnefoBaHWe 9HAOCKONUYECKOro MaTepuarna npocTtoe (ao 3-x 2550 P
T KyCOYKOB) NWLLIEBOAA, Xenyaka, KWLLKK, 6poHxa, ropTaHu, Tpaxen (Unim) !
I'vcTonoruyeckoe MccnefoBaHWe 3HOOCKONUYECKOro MaTepuarna npocTtoe (ao 3-x
16.1.A43 ) ) N : 4,180 P
KycoukoB) + BbisBneHne Helicobacter pylori 3a cnyyan (Unim)
KomnnekcHoe rmcTonormieckoe nccnegoBaHne matepuarna nocne aHgockonum/
16.1.A44 - ; 9,730 P
KonoHockonuu (4 n 6onee KoHTelHepa, 3a 0QHO BMelLaTenbcTeo), Unim
16.1.A45 I'McTonoruyeckoe MccnefoBaHWe Nocne MynbTUGOKanbHoW Guoncum v xenyaka ¢ 73758
o oueHkow no knaccudgmkaunm OLGA/OLGIM+H.pylori (Unim) ’
16.1.A47 Second Opinion - kOHCyNbTauusi rotoBoro cny4asi (o 10 ctékon; Unim) 9,635 P
'vcTonoruyeckoe nccnefoBaHve cockoba LiepBrKkarnbHOro kaHana +
16.1.A49 rmcTonorn4yeckoe uccnegoBaHve cockoba aHaomMeTpusi/ rmcTonornyeckoe 4,000 P
ncenegosaHue 6uoncum wenkn matkm (Unim)
16.1.A5 'mcTonornyeckoe nccnegosaHve matepvana POB (pasgenbHoe avarHoctnyeckoe 4090 P
T BbiCkabnvBaHme: NonocTb MaTKu, LepBUKanbHbIN KaHar, 2 KOHTenHepa) !
'mcTonornyeckoe nccnegoBaHve onepaumoHHoro maTepuana knacca UN-2
16.1.A50 A PALMOHHO P 4,300 B
(kOoXHbIE 1 NOAKOXHbIE HOBOOGpa3oBaHus), Unim
16.1.A51 KomnnekcHoe ructonormyeckoe n ummyHormctoxmmmdeckoe (UMX) nccnegoeanme 5.900 P

npu NOA03PEHNN Ha XpoHuyeckuin aHgomeTpuT (CD138), Unim




'mcTonornyeckoe nccnegoBaHve GUONCUIHOTIO, NYHKLUMOHHOIo Mmatepuana u

16.1.A52 cockoboB + [inarHocTuka METOAOM MMMyHornctToxumum (UMX) npy pake MonoYHon 14,550 P
xenesbl - 4 peakuum (ER, PR, Ki-67, HER2), Unim
IucTonornyeckoe nccnefoBaHne dHAOCKONMUYECKOro MaTepuana KULLevHnka rnpu
16.1.A6 M 4,340 P
BOCManuUTenbHbIX 3a601eBaHWsIX (NeCTHUYHas GY1OoNCUs, HECKOMbKO KOHTEHEPOB)
16.1.A7 [ononHuTensHoe n3rotoenexHne 1 Mmukponpenapara 3,580 P
16.1.A8 [ononHuTenbHOe N3roToBNeHne 2 MUKponpenapaToB 3,580 P
16.1.A9 [ononHuTenbHoe M3rotoBneHne 3 MUKponpenapaTos 3,580 P
16.2.A1 UIX onyxonu npeactatensHoi xenesbl (Ck5/P63/AMACR) 16,070 P
16.2.A10 WX nccneposanve (6 aHTuTen) 23,630 P
16.2.A11 WX nccneposanve (7 aHTuTen) 27,410 P
16.2.A12 WX nccneposanve (8 aHTuTen) 31,180 P
16.2.A13 WX nccneposanve (9 aHTuTen) 34,960 P
16.2.A14 WX nccneposanve (10 aHTUTEN) 38,740 P
16.2.A15 WX nporHoctnyeckuin Mmapkep (1 aHTuTeno) 11,340 P
16.2.A16 WX nporHoctnyeckuin Mapkep (2 aHTutena) 22,680 P
16.2.A17 WX nporHoctnyeckuin Mapkep (3 aHTutena) 32,120 P
16.2.A2 WX onyxonu monoyHou xenesbl (PR/ER/Ki67/Her2 neu) 16,070 P
16.2.A20 VIMMyHorucToxmmumyeckoe nccnegosanve, HER2 neu 5610 P
16.2.A21 VIMMyHorucToxumumyeckoe uccnegosanve, ALK 13,800 P
16.2.A22 VIMMyHorucToxmmmyeckoe uccnegosanve, ROS1 10,120 P
16.2.A23 VIMMyHorucToxummyeckoe uccnegosanve, PD-L1 13,670 P
16.2.A24 KomnnekcHoe UIMX nccnegoBaHue 36,370 P
WX peuenTtopHoro ctatyca 3HOOMETpus, paclumpeHHoe (casa cekpeuum
16.2.A3 (ER/PR/CD138/CD56/LIF)) 17,9602
WX peuentopHoro ctatyca 3HAOMEeTpus, cTaHaapTHoe (casa cekpeuum
16.2.04 (ER/PR/CD138/CD56)) 15,6902
WX puarHocTuka XpoHW4eckoro aHaomeTpuTa (chasa nponudepauum
16.2.A5 (CD20/CD138/CD56/HLA-DR)) 12,8602
16.2.A6 WX nccnepgoBanve (2 aHTuTena) 9,930 P
16.2.A7 WX nccneposanve (3 aHTuTena) 12,290 P
16.2.A8 WX nccnepgoBanve (4 aHTutena) 16,070 P
16.2.A9 WX nccneposanve (5 aHTuten) 19,840 P
17.10.A1 OHTepoTokcuH A (Staphylococcus aureus) IgE, O72 660 P
17.10.A2 OHTepoTokcuH B (Staphylococcus aureus) IgE, O73 660 P
17.10.A3 CTtadunnokokkoBbl aHTEpoToKCMH TSST IgE (ImmunoCAP) m226 1,080 P
17.11.A1 AHnTUTEna K ackapugam (Ascaris lumbricoides) IgE, P1 660 P
17.11.A2 JInumHkm Anisakis (Anisakis Larvae) IgE, P4 660 P
17.12.A1 Komap (cem. Culicidae) IgE, 171 660 P
17.12.A10 Ap ocuHbin (pog Vespula) IgE, 13 660 P
17.12.A11 Ap ocuHbin (pog Polistes) IgE, 14 660 P
17.12.A12 Ap nuenbl (Apis mellifera) IgE, 11 660 P
17.12.A2 Monb (cem. Tineidae) IgE, 18 660 P
17.12.A3 Mowwku kpacHow nuymHka(Chironomus plumosus) IgE,173 860 P
17.12.A4 MypaBen pbbkuii (Solenopsis invicta) IgE, 170 660 P
17.12.A5 CneneHb (ceM. Tabanidae) IgE, 1204 660 P
17.12.A6 TapakaH pbbxuii (Blatella germanica) IgE, 16 660 P
17.12.A7 LLlepwenb (oca natHucTas) (D. maculata) IgE, 12 660 P
17.13.A1 Menvunnnun G IgE, C1 660 P
17.13.A10 HuctatuH IgE, C122 1,280 P
17.13.A11 Llecpypokcum IgE, C308 1,280 P
17.13.A12 LinnpodnokcauuH IgE, C108 1,280 P
17.13.A13 Ddopmanbaervg IgE, K80 660 P
17.13.A14 Mapauetamon IgE, C85 870 P
17.13.A15 Ananbrut IgE, C91 870 P
17.13.A16 OwvknodpeHak IgE, C79 870 P
17.13.A17 MN6ynpodeH IgE, C78 870 P
17.13.A18 KetonpodpeH IgE, C172 870 P
17.13.A19 AueTuncanuuunosas kucnota (acnvpuH) IgE, C51 870 P
17.13.A2 Menvunnnun V IgE, C2 660 P
17.13.A3 Amvnuuunnui IgE, C203 660 P
17.13.A4 AwmokcuunnnuH Ige, C204 660 P
17.13.A7 WHcynuH yenoseyeckun IgE, C73 660 P
17.13.A8 AsutpomuuuH IgE, C194 1,280 P
17.13.A9 HokcuumknuH IgE, C62 1,220 P
17.14.A1 Xnonok IgE, O1 660 P
17.14.A2 WepcTb IgE, K20 660 P
17.14.A3 Wenk IgE, K74 660 P
17.14.A4 Jlatekc IgE, K82 660 P
17 15.A10 MaHenb npodpeccuoHanbHbix annepreHoB Ne 1 IgE nepxoTb nowaau, nepxotb 1140
KOPOBBI, MEPO ryCsi, NEPO KypuLibl
17 15.A6 MaHenb annepreHoB xuBOTHbIX N2 1 IgE (anuTenuii KoLwku, NepxoTb NoLaau, 1140
nepxoTb KOPOBbI, NEPX0Tb COBakK)
17 15.A7 MaHenb annepreHoB xuBOTHbIX Ne 70 IgE (anMTenuin MOPCKON CBUHKM, SNUTENUIA 1140
KposmKa, XOMsiK, Kpbica, MblLLib)
17 15.A8 MaHenb annepreHoB xuBOTHbIX/Nepbsi NTuL/ Ne 71 IgE (nepo rycs, nepo kypuupbl, 1140
nepo YTK1, Nepo NHAKA)
17.15.A9 MaHenb annepreHos )l(MBOT}-!bIX/I'Iepbﬂ ntuu/ Ne 72 IgE (nepo BonHucTOro nonyras, 1140
nepo nornyrasi, Nepo KaHapekm)
17 16.A19 MaHenb HVILL‘I,‘eBbIX annepreHoB Ne 1 IgE (apaxuc, muHaanb, dyHAyK, KOKOC, 1140
6pasnnbCckui opex)
17.16.A20 MaHenb nuweBbix annepreHoB Ne 2 IgE (Tpecka, TyHew, KpeBeTKM, TOCOCb, MUAUM) 1,140




MaHenb nuweBbix annepreHoB Ne 3 IgE (nweHn4Has Myka, oBCsiHas Myka,

17.16.A21 1,140 P
KYKypy3Hasi Myka, CEMeHa KyH)XyTa, rpeyHeBasi Myka)

17 16.A22 MaHenb nuweBbix annepreHoB Ne 5 IgE (an4HbIn 6enok, Monoko, Tpecka, 1140
nweHn4Hasa Myka, apaxuc, coeBble 606bl)

17 16.A23 MaHenb nuweBbix annepreHoB Ne 6 IgE (puc, cemeHa KyHXyTa, NWeHNYHas Myka, 11408
rpeyHeBasi Myka, coeBble 606bl)

17.16.A24 MaHenb nuweBbix annepreHoB Ne 7 IgE (an4HbIn 6enok, puc, KOPOBbLE MOJIOKO, 11408
apaxvc, NweHnYHas mMyka, coeBble 606bI1)

17 16.A25 MaHenb nuweBbix annepreHoB Ne 13 IgE (ropox, 6enas daconb,MOpKoBb, 11408
KapTodens)

17.16.A26 MaHenb nuwesbix annepreHoB Ne 15 IgE (anenbcuH, 6aHaH, A6moko, Nepcuk) 1,140

17.16.A27 MaHenb nuweBbix annepreHoB Ne 24 IgE (dbyHayk, KpeBETKW, KuBWU, HaHaH) 1,140 P

17 16.A28 MaHenb NuLEeBbIX flJ'IJ'IepI’eHOB Ne 25 IgE (cemeHa kyHXyTa, NekapcKue ApOoXOKU, 11408
YeCHOK, cenbaepeit)

17.16.A29 MaHenb nuweBbix annepreHoB Ne 26 IgE (suyHbI 6enok, Monoko, apaxuc, ropyuua) 1,140

17.16.A32 MaHenb nuwesbix annepreHoB Ne 50 IgE (kuBw, maHro, 6aHaHbl, aHaHac) 1,140 P

17 16.A33 MaHenb nuweBbix annepreHos Ne 51 IgE (nommaop, kapTodernb, MOPKOBb, YECHOK, 1140
ropyumua)

17.16.A34 MaHenb nuwesbix annepreHoB Ne 73 IgE (cBUHUHA, KYpUHOE MSICO, FOBSIAMHA, 11408
6apaHuHa)

17.17.D1 IgG4 k nuwweBbIM annepreHam (88 annepreHoB/MUKCTOB) 22,590 P

17.19.A29 MaHenb annepreHoB aepeBbeB Ne 2 IgE (kneH SCeHenncTHbIW, Tononb, BA3, AyD, 1140
nekaH)

17.19.A30 MaHenb annepreHoB aepesbeB Ne 5 IgE (onbxa, newmHa obbIkKHOBEHHas, BA3, UBa, 1140
TOMOMb)

17 19.A31 MaHenb annepreHoB aepesbeB Ne 9 IgE (onbxa, 6epesa, newmHa obbIKHOBEHHAS, 11408
Ay6, nsa)

17 19.A32 I'IaHent: annepreHoB AepesbeB Ne 1 IgE (kneH sceHenucTHbIv, 6epesa, Ba3, y6, 11408
rpeukuii opex)

17.19.H1 Komnnekc annepreHoB AepeBbeB (MBa, TOMOMb, Onbxa, 6epesa, newmHa) 2,980 P

17.2.A1 "onybb (nomer) IgE, E7 660 P

17.2.A10 Kpbica (moya) IgE, E74 660 P

17.2.A12 Kpbica (anutenui) IgE, E73 660 P

17.2.A13 Kypuua (nepo) IgE, E85 660 P

17.2.A14 Kypuua (npoteunHbl cbiBopoTku) IgE, E219 660 P

17.2.A15 Jlowapp (nepxotb) IgE, E3 660 P

17.2.A16 Mopckas cBuHka (anutenun) IgE, E6 660 P

17.2.A17 Mbiws IgE, E88 660 P

17.2.A2 I'ycb (nepo) IgE, E70 660 P

17.2.A21 OBua (anutenun) Igk, E81 660 P

17.2.A22 Monyran (nepo) IgE, E91 660 P

17.2.A23 Monyran BonHucTbIv (nepo) IgE, E78 660 P

17.2.A24 CBuHbs (anutenun) IgE, E83 660 P

17.2.A25 Cobaka (nepxoTb) IgE, E5 660 P

17.2.A26 Cobaka (anutenun) IgE, E2 660 P

17.2.A27 YTka (nepo) IgE, E86 660 P

17.2.A28 Xowmsik (anutenun) IgE, E84 660 P

17.2.A4 Kanapevika (nepo) IgE, E201 660 P

17.2.A5 Kosa (anutenun) IgE, E80 660 P

17.2.A6 KopoBa (nepxotb) IgE, E4 660 P

17.2.A7 Kowka (anutenun) IgE, E1 660 P

17.2.A8 Kponwuk (anutenun) IgE, E82 660 P

17.2.A9 Kpebica IgE, E87 660 P

17 20.A31 MaHenb annepreHoB Tpae Ne 1 IgE (exa chipHaﬂ, OBCSIHULIA NyroBasi, POXb 1140
MHOTONETHSISA, TUMOEEBKa, MATIIMK MyroBoi)

1720 A32 MaHenb annepreHoB Tpas Ne 3 IgE (konocok AylmcTbIi, pO)KvaHOI'OJ'IeTHFIFI, 1,140 P
TUMOEeeBKa, POXb KyrbTUBMPOBaHHAs!, GyXapHVK LEPCTUCTbIA)
MaHenb annepreHoB COpHbIX pacTeHuii n useToB Ne 1 IgE (ambposusi

17.20.A33 06bIKHOBEHHAs!, MOMbIHb OBLIKHOBEHHAsA, MOAOPOXHWK, Mapu 6enas, 1,140 P
30MbHUK/COMNSAHKA)

1720 A34 Manenb annepreHoB COpHbIX pacTeHnit u LBeToB Ne 3 IgE (nonbiHb 06bIKHOBEHHAS, 1,140 P
NOJOPOXHUK, Mapb Genasi, 30MoTapHuK, kpanuea ABYAOMHast)
MaHenb annepreHoB COpHbIX pacTeHuii n useToB Ne 5 IgE (ambposusi

17.20.A35 06bIKHOBEHHAs!, MOMbIHb OOLIKHOBEHHAS!, 30/I0TAPHUK, HUBSIHWK, OAYBaHYUK 1,140 P
TleKapCTBEHHbI)

17 20.H1 Komnnekc annepreHoB TpaB (ambpo3usi 06bIkHOBEHHAs!, Mapb 6enasi, NonbiHb 2,980 P
06bIKHOBEHHAs!, OfyBaHUMK, NOJOPOXHUK)

17.21.A35 MaHenb l:IHraJ'IﬂLI,MOHHbIX annepreHoB Ne 1 IgE (exa cbopHas, TuModeeBska, 1,140 P
AMOHCKUI Keap, ambpo3uns 0ObIKHOBEHHAs!, NOblHb OObIKHOBEHHAS)

1721 A36 MNaHenb l./IHraJ'Iﬂ.Ll,IAOHHbIX annepreHoB Ne 2 IgE (TumodbeeBka, nnecHesbIN rpud 1140
(Alternaria tenuis), 6epe3a, nonbiHb O6bIKHOBEHHAS)
MaHenb nHransiunoHHbix annepreHoB Ne 3 IgE (knewy - aepmatodar NepuHHBbINA,

17.21.A37 o . M . ; 1,140 P
AMUTENWIA KOLLKKM, anuTenuii cobakm, nnecHesbivi rpub (Aspergillus fumigatus))
MaHenb MHransiunoHHbix annepreHoB Ne 6 IgE (nnecHesbivi rpub (Cladosporium

17.21.A38 herbarum), TumodeeBka, nnecHesbIn rpub (Alternaria tenuis), 6epesa, nonbiHb 1,140 P
06bIKHOBEHHAas1)

17 .21.A39 MNaHenb MHranﬂuMOﬂ_ﬂ_tix annepreHoB Ne 7 IgE (anuTenui KoLwku, kne- 11408
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MaHenb MHransiunoHHbIx annepreHoB Ne 8 IgE (anuTenuii KoLKu, Kneww-

17.21.A40 nepmaTtodpar nepuHHbIN, 6epesa, nepxoTb cobaku, NonbiHb 06bIKHOBEHHAS, 1,140 P
TUMO@eeBKa, POXb KyNbTMBMPOBaHHas, nnecHessbl rpub (Cladosporum herbarum))
MaHenb MHransiunoHHbix annepreHoB Ne 9 IgE (anuTenui Kowwku, nepxoTb cobaku,
17.21.A41 ° . - 1,140 P
OBCSIHMLIa Nyrosasi, nnecHesbIn rpub (Alternaria tenuis), NOAOPOXKHUK)
1721 Ad2 MaHenb annepreHlos nnechM Ne 1 IgE.(penic.iIIium notatum., clado§porium 1,140 P
herbarum, aspergillus fumigatus, candida albicans, alternaria tenuis)
1721 M43 MaHenb aj'lnepreHos nbinv Ne 1 IgE (pl.vomaumﬂﬂ nbinb (Greer), knew-agepmartodar 11408
NepyHHbIN, KneLy-agepmaTodar My4HoON, TapakaH)
MaHenb knewesbix annepreHoB Ne 1 IgE (knew-gepmatodar NEpUHHBINA, KneL-
nepmatodpar myyqHow, dermatophagoides microceras, lepidoglyphus destructor,
17.21.A44 . ) ) : 1,140 P
tyrophagus putrescentiae, glycyphagus domesticus, euroglyphus maynei, blomia
tropicalis)
17.21.A54 MaHenb annepreHos nnecenu IgE, TM9 1,975 P
17.22.A1 MnecHesbIn rpub (Penicillum notatum) IgE (ImmunoCAP), m1 1,080 P
17.22.A2 MnecHesbIn rpub (Cladosporium herbarum) IgE (ImmunoCAP), m2 1,080 P
17.22.A3 Opoxokesble rpubbl poga Malassezia IgE (ImmunoCAP), m227 1,080 P
17.23.A1 Kponwk, anutenuii IgE (ImmunoCAP), 82 1,080 P
17.23.A2 Jlowapp, nepxoTb IgE (ImmunoCAP), e3 1,080 P
17.23.A29 Cobaka, nepxotb, €5 1,140 P
17.23.A3 Monyran, nepbsi, €213 1,140 P
17.23.A30 Kowwka,anutenui n nepxoTtb, e1 1,140 P
17.23.A31 Kypuua, nepbsi, €85 1,140 P
17.23.A32 Kowka IgE (ImmunoCAP), €220 (rFel d2) 2,975P
17.23.A4 Mopckas cBuHka, anutenui IgE (ImmunoCAP), e6 1,080 P
17.23.A5 OBua, anutenuii IgE (ImmunoCAP), e81 1,080 P
17.23.A6 Xowmsik, anutenui IgE (ImmunoCAP), e84 1,080 P
17.24 A31 NeumHa obbIKHOBEHHas, t4 1,140 P
17.24 A32 Onbxa cepas, t2 1,140 P
17.24 A33 Bepesa 6opogaByaras, t3 1,140 P
17.24.A34 VBa 6enas, t12 1,140 P
17.24.A35 Jlvna, t208 1,140 P
17.24.A36 Tonons, t14 1,140 P
17.25.A13 MNonbiHb, W6 1,140 P
17.25.A14 Amb6po3us Bbicokas, w1 1,140 P
17.25.A15 OpyBaH4uk, w8 1,140 P
17.25.A16 Pomaluka, w206 1,140 P
17.25.A20 Exa c6opHas, g3 1,140 P
17.25.A21 MsaTnuk nyrosow, g8 1,140 P
17.25.A22 JlncoxsocT nyroown, g16 1,140 P
17.25.A23 OBcsiHMua nyroeas, g4 1,140 P
17.25.A24 TumodpeeBka nyrosas, gé 1,140 P
17.25.A25 MonbiHb ropbkas IgE (ImmunoCAP), w5 1,080 P
17.26.A5 [omawHss nbinb (Greer), h1 1,140 P
17.26.A6 HomawHss nbinb (Holister), h2 1,140 P
1797 A3 MaHenb anJ'[epreHos XWBOTHBbIX, €x71 (nepbsi nTuu;: rycs (e70), kypuubl (€85), yTku 1700 P
(e86), ungenkn (€89))
17,97 Add MaHenb annepreHoB XWBOTHbIX, anuTenui, ex1 (kowka, nepxoTb (e1), Cobaka, 1700 P
nepxotb (e5), Nowapab, nepxotsb (€3), KopoBa, nepxotb (e4))
1797 Ad5 MaHenb annepreHoB kK cMecu MbiNbLbl AepeBbEB, tX9 (onbxa cepas (12), 6epesa 2180
6opoaasyaTtas (t3), newmHa obbikHoBeHHas (t4), oyb G6enbin (t7), usa 6enas (t12) ’
MaHenb annepreHoB K CMeCH MbiNbLbl 311aK0BbIX TPaBs, gx1 (exa cbopHas (g3),
17.27.A46 oBcsiHMUa nyrosas (g4), nnesen (g5), TumodeeBka nyroas (g6), MATIMK NyroBon 2,180 P
(98)
1797 A47 MNaHenb 6b|TpBb|x annepreHos, hx2 (nemaum;m I'IbIJTIb (h2), knewy ,D,OMaI.IJHel7I~I'It‘>IJ'IVI 2180 P
D.pteronyssinus (d1), knew, gomatuHei nbinum D. farinae (d2), TapakaH pbikun (i6))
MaHenb annepreHoB nnecenn, mx1 (Penicillium chrysogenum (m1), Cladosporium
17.27.A50 herbarum (m2), Aspergillus fumigatus (m3), Alternaria alternata (m6)) 21808
17,97 A51 MaHenb annepreHos )l(IABOVTHbIX, ex2 (koLuka, nepxoTb (e1), cobaka, nepxoTb (e5), 1700 P
MopcKast CBUHKa, anuTenui (e6), kpbica (€87), Mbiwwb (e88))
1797 AB2 MaHenb anneprfaHos COPHbIX TPaB, Wx3 (MonbliHb (W6), NOAOPOXHUK 17008
nadueToBuaHbln (w9), Mmapb (w10), 3onoTapHuk (w12), kpanuea aAygomMHas (w20))
17.27.A53 MaHenb annepreHoB nnecenu IgE (ImmunoCAP), mx2 1,605 P
MaHenb annepreHoB copHbIx Tpae IgE (ImmunoCAP), wx1 (ambpo3us Bbicokas
17.27.A54 (w1), nonbiHb (W6), NOAOPOXHUK NaHUETONUCTHbIN (W9), mapb 6enas (w10), 1,605 P
3onbHUK/consiHka (w11))
MaHenb annepreHoB getcko cmecu IgE (ImmunoCAP), x5 (6enok siua (1),
17.27.A55 mMonoko (f2), peiba (f3), nwennua (f4), apaxuc (f13), cos (f14)) 16052
1797 A56 MaHenb annepreHoB xuBOTHbIX IgE (IMmunoCAP), ex70 (anuTenunin MOPCKON CBUHKN 1605 P
(e6), anutenuit kponuka (€82), anutenuii xomsika (€84), kpbicbl (€87), Mbiwb (€88)) ’
MaHenb annepreHoB *uBOTHbIX IgE (IMmunoCAP), ex72 (nepbs NTWL;: BOMIHUCTOrO
17.27.A57 nonyranyuka (e78), kaHapeiku (€201), ANMHHOXBOCTOrO nonyranyvka (e196), 1,605 P
nonyras (€213), Bbtopka (€214))
1797 A58 MaHenb annepreHoB k cMecy NbinbLbl AepeBbeB IgE (IMmunoCAP), tx5 (onbxa 1,605 P

cepas (12), newmHa (t4), Bas (t8), nea (t12), Tononsb (t14))




MaHenb annepreHoB k cMecy NbinbLUbl AepeBbeB IgE (IMmunoCAP), tx6 (kneH

17.27.A59 siceHenucTHbIN (t1), 6epesa 6opogasyatas (t3), 6yk kpynHonuCTHbIN (t5), ayb (17), 1,605 P
rpeukuii opex (t10))
MaHenb annepreHoB mopenpoaykThl IgE (IMmmunoCAP), fx2 ( pbiba (f3), kpeBeTkn
17.27.760 (f24), ronybasa mugus (f37), TyHey (f40), nococsk (f41)) 16058
17,97 A1 I'IaHent.,. annepreHoB Myka 3rakoBbIX U KyHXyTHble IgE (ImmunoCAP), fx3 (nwexuua 1,605 P
(f4), oBéc (f7), kykypy3a (f8), kyHxyT (f10), rpeumnxa (f11))
1797 AG2 MaHenb annepreHoB myka 3nakoBbix IgE (ImmunoCAP), fx20 (nwexunua (f4), poxb 1,605 P
(f5), sumenb (6), puc (f9))
1797 A3 MaHenb annepreHoB msico IgE (ImmunoCAP), fx73 (cBuHuHa (f26), roBaguHa (f27), 1,605 P
KypsiTvHa (f83))
MaHenb annepreHoB oBoLm 1 6o60BbIe IgE (IMmunoCAP), fx13 (ropox (f12),
17.27.764 daconsb (f15), mopkosb (f31), kapTodens (f35)) 16058
1797 AG5 MaHenb annepreHos oBowwy IgE (IMmmunoCAP), fx14 (nomugop (f25), wnuHat (f214), 1,605 P
kanycTta (f216), nanpuka (f218))
MaHenb annepreHoB opexut IgE (ImmunoCAP), fx1 (apaxuc (f13), dyHayk (f17),
17.27.166 6pasunbckuit opex (f18), muHaans (f20), kokoc (f36)) 16058
MaHenb annepreHoB pbiba IgE (ImmunoCAP), fx74 (Tpecka (f3), cenbab (f205),
17.27.767 ckymbpus (f206), kambana (f254)) 16058
MaHenb annepreHoB copHbix Tpae IgE (ImmunoCAP), wx2 (ambposus
17.27.A68 ronomeTenbyaras (w2), nosnbiHb (W6), NMOAOPOXHMK NaHUEeTOBUAHbIN (W9), Mapb 1,605 P
(w10), nebena yeuesnuesngHas (w15))
MaHenb annepreHoB pykTbl 1 6axyeble IgE (IMmunoCAP), fx21 (kuswu (f84), obiHs
17.27.769 (f87), 6aHaH (f92), nepcuk (f95), ananac (f210)) 16058
MaHenb annepreHoB unTpycoBble 1 dpykTbl IGE (IMmunoCAP), fx15 (anenbcuH
17.27.A70 (f33), abnoko (f49), 6aHaH (f92), nepcuk (f95)) 16052
17.28.A1 Komap IgE (ImmunoCAP), i71 1,080 P
17.28.A2 Monb IgE (ImmunoCAP), i8 1,080 P
17.28.A3 MoTbinb IgE (ImmunoCAP), i73 1,080 P
17.28.A4 TapakaH pbbxuii (npycak) IgE (ImmunoCAP), i6 1,080 P
17.28.A5 Ap ocbl 06bIkHOBEHHOW IgE (IMmunoCAP), i3 1,080 P
17.28.A6 Ap ocbl naTHUcTOM IgE (IMmmunoCAP), i2 1,080 P
17.28.A7 Apn nuenbl MegoHocHon IgE (ImmunoCAP), i1 1,080 P
17.28.A8 Apn wepuwHs IgE (ImmunoCAP), i75 1,080 P
17.29.A48 Anneproymn, ImmunoCAP ISAC, 112 KOMNOHEHTOB 38,740 P
17.29.A49 Annepr?KomnneKc npegonepaunoHHbiii IgE (ImmunoCap) (TpunTasa, XenatuH 5,505 P
KopoBuii c74, Jlatekc k82, XnoprekcuamH c8)
Anneprokomnnekc "Actma/Punut, getn" (AnyHbin 6enok IgE 1, Monoko IgE 2,
1729 H10 Bepe3sa 6opopaByaras IgE t3, Tumodeeska nyrosasi IgE g6, I'Ionble IgE w6, 10,320
Kowka, nepxots IgE e1, Cobaka, nepxoTb IgE €5, Knew gomaiuHen nbinum D.
pteronyssinus IgE d1)
Anneprokomnnekc "Ok3ema" (AuuHbii 6enok IgE f1, Monoko IgE 2, Tpecka IgE 3,
17.29.H11 Muwenuua IgE f4, Apaxvc IgE 13, Cos IgE 14, KpeBeTka IgE 24, Kowka nepxotb IgE 10,320 P
e1, Cobaka, nepxoTb IgE €5, Knew, gomawHer nbinu D. pteronyssinus IgE d1)
17 29.H3 Anneprokomnnekc nepeg sakuvHauuei (Jpoxoku nekapckue 45, Anuo 245, 7.760 P
TpunTtasa)
Anneprokomnnekc npu ak3eme (Kowwka,anutenuii n nepxotb e1, Cobaka, nepxoTb
17.29.H4 e5,Anunbi 6enok f1, Monoko 2, Mwenwnua f4, Cos f14, Tpecka f3, Knew gomatuHen 9,460 P
nbiny d1, Knew, gomaluHen noinu d2)
17 29.H5 KoMmnoHeHTHas gnarHocTvka anneprum Ha Mosoko (MOMoko f2, kaszeunH - 2,850 P
anneprokoMnoHeHT f78)
Anneprokomnnekc npu ak3eme-2 (Kowwka,anutenuii n nepxotb, e1, Cobaka,
17.29.H6 nepxotb, €5, Knew, gomatuHei nbinum,d1, AvuHblii xenTok, f75, AvuHbii 6enok, f1, 6,810 P
Monoko, f2, MweHuua, f4, Cos, f14, Tpecka, f3, Kakao, f93)
Anneprokomnnekc npu actme/punute aetu (KoLuka,anutenuii u nepxotb, e1,
17.29.H7 Cobaka, nepxoTb, €5, Knew, gomaiHen nbinu,d1, TumodeeBka nyrosas, g6,bepesa 6,810 P
6opoaasyaTas, t3, MonbiHb, W6, Apaxuc, f13, AndHbin 6enok, f1, Monoko, 2)
AnneprokomMnnekc npu actme/puHuTe B3pocnble (KoLuka,anutenuii u nepxotb, e,
17.29.H8 Cobaka, nepxoTb, €5, Knew, gomaiwHen neinu,d1, TumodeeBka nyrosas, g6, bepesa 6,810 P
6opoaasyaTas, t3, MNonbiHb, W6, Kypuua, nepbs, e85, Tononb, t14)
Anneprokomnnekc "Actma/PunuT, B3pocnbie" (bepesa 6opopasyaras IgE t3,
1729 H9 TVIMOd)eeBl(a nyrosasi IgE 96, MonbiHb IgE w6, AMBpo3us Bbicokast IgE w1, 10,320
MnecHesbIn rpub (Alternaria alternata) IgE m6, Kowka, nepxoTs IgE e1, Cobaka,
nepxoTb IgE €5, Knew, nomawHen neinn D. pte
17.3.A1 Akauusi (Acacia species) IgE, T19 660 P
17.3.A11 VBa (Salix nigra) IgE, T12 660 P
17.3.A13 KneH siceHenucTHbIn (Acer negundo) IgE, T1 660 P
17.3.A14 JlewmHa obbikHoBeHHas (Corylus avellana) IgE, T4 660 P
17.3.A17 Onbxa (Alnus incana) IgE, T2 660 P
17.3.A18 "peukuit opex (Juglans regia) IgE, T10 660 P
17.3.A23 MnaraH (Platanus acerifolia) IgE, T11 660 P
17.3.A25 CocHa 6enas (Pinus silvestris) IgE, T16 660 P
17.3.A26 Tononb (Populas spp) IgE, T14 660 P
17.3.A29 Oekanunt (Eucaliptus globulus) IgE, T18 660 P
17.3.A30 AceHb (Fraxinus excelsior) IgE, T15 660 P
17.3.A31 Jlvna IgE 2,195 P
17.3.A4 Bepesa (Betula alba) IgE, T3 660 P
17.3.A5 Byk (Fagus grandifolia) IgE, T5 660 P
17.3.A6 Bsi3 (Ulmus spp) IgE, T8 660 P
17.3.A7 Mab obbikHOBeHHbIN (Carpinus betulus) IaE. T209 660 P




17.3.A9 [y6 cmelwwanHbivi (Q. rubra, alba, valentina) IgE, T77 660 P
17,30 Ad3 dapuaton geTckuin (c6anaHcupoBaHHast CMerb VHransuMOHHbIX Y MULLEBbLIX 3410
annepreHoB AN1s1 CKPUHWMHIA atonuu Ans aeTeii 4o 4 net)
17,30 Ad4 dapguaron (CGaJ‘I&tHCMpOBaHHaﬂ CMECb UHransuMOHHbIX anyiepreHoB Ansi CKPUHUHTa 3,030 P
aTonuu ans feTten ctaplue 4 net v B3pOCIbIx)
17.31.A1 MaHenb HVILL‘I,‘eBbIX annepreHoB Ne 1 IgG (apaxuc, MuHaanb, yHAYK, KOKOC, 11408
6pasnnbCkui opex)
17.31.A10 MaHenb nueBbIX flJ'IJ'IepI’eHOB Ne 25 IgG (cemeHa KyHxyTa, nekapckue ApoxKu, 11408
YeCHOK, Cenbaepeit)
17.31.A11 MaHenb nuweBbix annepreHoB Ne 26 1gG (AnM4HbI 6enok, MONoKo, apaxvc,ropunua) 1,140
17.31.A12 MaHenb nuwesbix annepreHoB Ne 50 IgG (kvBu, MaHro, 6aHaHbl, aHaHac) 1,140 P
17.31.A13 MaHenb nuwesbix annepreHoB Ne 51 1gG (nomuaop, kapTodens, MOPKOBb, YECHOK, 1140
ropuua)
17.31.A14 MaHenb nuwesbix annepreHoB Ne 73 IgG (CBMHMHA, KypyHOE MSCO, rOBAAWHA, 11408
6apaHuHa)
17.31.A2 MaHenb nuwesbix annepreHoB Ne 2 IgG (Tpecka, TyHeL, KpeBeTKW, T0COChb, MUANK) 1,140
17.31.A3 MaHenb nuweBbix annepreHoB Ne 3 IgG (nweHnyHas Myka, OBCsHast Myka, 11408
KYKYpy3Hasi Myka, CEMEHa KyHXyTa, rpeyHeBast Myka)
17.31.Ad MaHenb nuweBbix annepreHoB Ne 5 IgG (sanyHbIN 6enok, Monoko, Tpecka, 11408
nweHn4Hasa Myka, apaxuc, coeBble 606bl)
17.31.A5 MaHenb nuweBbix annepreHoB Ne 6 IgG (puc, cemeHa KyHxyTa, NeHUYHas Myka, 11408
rpeyHeBasi Myka, coeBble 606b1)
17.31.A6 MaHenb nuweBbix annepreHoB Ne 7 IgG (sanyHbIN 6enok, pyuc, KOpoBbE MOMOKO, 11408
apaxvc, NeHnYHas mMyka, coeBble 606bl1)
1731 A7 MaHenb nuwesbix annepreHoB Ne 13 1gG (3eneHbin ropouek, 6enbie 606bI, 11408
MOpPKOBb, KapTodenb)
17.31.A8 MaHenb nuwesbix annepreHoB Ne 15 IgG (anenbcuH, 6aHaH, A6110Ko, Nepcuk) 1,140
17.31.A9 MaHenb nuweBbix annepreHoB Ne 24 1gG (yHayK, KpeBeTKU, KuBu, 6aHaH) 1,140 P
17.35.A17 Anneproumn, ALEX2, 300 koMnoHeHTOB (BkntoYaeT onpegenexune obuero IgE) 26,500 P
Anneprokomnnekc nuwesor PROTIA (Kopesi), IgE, 60 annepreHos: o6wwn IgE,
17 35.A18 ,CLOMaLLIvHﬂﬂ nbinb, D. pteronyssinus, D. farinae, anutenuin kowwku, nepxots cobaku, 7590 P
ANYHBIA GENOK, MOINOKO, TapakaH, apaxuc, coeBble 606bI, NweHULa, onbxa, 6epesa,
ny6, ambpo3usi BbICOKasi, XMenb, N
Anneprokomnnekc npu atonuu y aeten 1 B3pocnbix PROTIA (Kopes), IgE, 44
17.35.A19 annepreHa: obwui IgE, snyHbIN 6enok, ANYHbIA XENTOK, Monon(cz, anbda- 5,690 P
nakToansbymuH, 6eTa-nakTornobynvH, KaseuH, apaxuc, 3efeHbli ropoLLek, COeBble
606bl, Opex rpeukuii, CBUHWHA, roBSAMHA, KypyHO
Anneprokomnnekc paclmpeHnHbii PROTIA (Kopes), IgE, 91 annepreH: o6wuii IgE,
17 35.A20 ,CLOMaLLIvHﬂﬂ nbinb, D. pteronyssinus, D. farinae, anutenuit Kowwku, NepxoTs co6a|<l!/|, 9,490 P
ANYHBIVA GEMNOK, MOINOKO, TapakaH, apaxuc, coeBble 606bI, NweHULa, onbxa, 6epésa,
ny6, ambpo3usi BbICOKasi, XMerb,
Anneprokomnnekc pecnupatopHbii PROTIA (Kopesi), IgE, 60 annepreHoB: o6Lumii
1735 A21 IgE, ,CLOMaLLIHﬂﬂquIJ'Ib, D. pteronyssinus, D. farinae, anutenuii KoLwKku, NepxoTb 6,640 P
cobaku, SMYHbIi 6erok, MOMoKo, TapakaH, apaxvc, coesble 600bI, NlLeHMLa, onbXxa,
6epésa, nyd, ambpo3ms BbicOKas, Xv
17.35.D10 MecTHble aHecTeTuku Ne 2 HoBokauH/JlngokavH, IgE 1,290 P
Anneprokomnnekc cMewwanHbin Ne1, IgE, UPA: knew, Derm.pteronyssinus, knewy
Derm farinae, onbxa, 6epesa, newmHa, CMecb TpaB, POXb, NMOJIbIHb, NMOAOPOXHUK,
17.35.D11 . N 5,060 P
KOLLKa, nowaap, cobaka, Alternaria alternata, suuHbI 6enok, KOpoBbE MOOKO,
apaxuc, NeCHON opex, MOPKOBb, MLIEH
Anneprokomnnekc pecnupatopHbii Ne2, IgE, MPA: knewy Derm.pteronyssinus, knewy
17.35.012 Derm.farinae, onbxa, 6epesa, newmHa, Ayd, cMecb TpaB, POXb, NOJbIHb, o 5,060 P
NOJOPOXHMK, KOLLKA, Jolwaab, cobaka, Mopckasi CBUHKA, XOMSIK, Kponuk, Penicillium
notatum, Cladospor.herbarum, Asper
Anneprokomnnekc nuweson Ne3, IgE, UPA: dyHayK, apaxuc, rpeLkuii opex,
1735.013 MWHIANbHBIV OpPEX, Kopvosbe MOIIOKO, SIMYHbBIN GEMNOK, SUYHBIA KENTOK, Ka3euH, 5,060 P
KapTodens, cenbaepeil, MOPKOBb, TOMaThI, Tpecka, kpab, anenscuH, S61oko,
NWEeHNYHasi MyKa, pXxaHasi MyKa, KyHXYT, CoeBble 60
Anneprokomnnekc neguatpudeckun Ned, IgE, N®A: knew Derm.pteronyssinus,
17.35.014 knew, Derm.farinae, 6epesa, cMecb TpaB, kowka, cobaka, Alternaria aI}ernata, 5,060 P
KOPOBbE MOIOKO, a-nakTansbyMuH, b-nakTornobynuH, kaseuH, SudHbIii 6enok,
SINYHBIN XKENTOK, ObluniA CbIBOPOTOYHbLIN anbb
17.35.D5 Anneprokomnnekc pecnupaTtopHbii RIDA-screen Ne2, IgE 5,670 P
17.35.D6 Anneprokomnnekc neguatpudeckuin RIDA-screen Ne4, IgE 5,670 P
17.35.D7 Anneprokomnnekc nuweson RIDA-screen Ne3, IgE 5,290 P
17.35.D8 Anneprokomnnekc cMmewanHbin RIDA-screen Net, IgE 5,090 P
17.35.D9 MecTHble aHecTeTukun Ne 1 AptukaunH/CkaHgoHecT, IgE 1,640 P
17.36.A1 OBomykoup anua, anneprokoMnoHeHT nGal d1, 233 2,180 P
17.36.A10 Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f423 rAra h2 2,595 P
17.36.A11 Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f424 rAra h3 2,595 P
17.36.A12 Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f427 rAra h9 2,595 P
17.36.A13 Kapn, anneprokoMnoHeHT IgE (ImmunoCAP), £355 rCyp c1 2,595 P
17.36.A14 Owmera-5 MuaguH nweHnubl, anneprokoMnoHeHT IgE (ImmunoCAP), f416 rTri a19 2,595 P
17.36.A15 TponommnosnH KpeBeToK, anneprokoMnoHeHT IgE (ImmunoCAP), f351 rPen a1 2,595 P
17.36.A2 KaszewnH, KopoBbe MOJIOKO, anieprokoMnoHeHT nBos d8, 78 2,180 P
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17.36.A5 BeTa-nakrornobynuH, anneprokoMnoHeHT, f77 nBos d5 2,180 P
17.36.A6 OBanbbyMuH s1iLa, anneprokomnoHeHT, 232 nGal d2 2,180 P
17.36.A7 Cos (G. max), anneprokomnoHeHT, f353 rGly m4PR-10 2,180 P
17.36.A8 Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), 352 rAra h8 2,595 P
17.36.A9 Apaxuc, anneprokoMnoHeHT IgE (ImmunoCAP), f422 rAra h1 2,595 P
17.37.A1 Kowka, anneprokoMnoHeHT, €94 rFel d1 5,780 P
17.37.A2 Bblunii CbIBOPOTOYHbIN anbbyMuH, anneprokoMnoHeHT, €204 nBos d6 (BSA) 2,180 P
17.37.A3 Cobaka, anneprokoMnoHeHT, €101 rCan f1 3,970 P
17.37.A4 Cobaka, anneprokoMnoHeHT, €102 rCan f2 3,970 P
17.37.A5 Cobaka, anneprokoMnoHeHT IgE (ImmunoCAP), e221 nCan f3 2,595 P
17.38.A1 Bepe3sa, anneprokomnoHeHT, t215 rBet vl PR-10 2,180 P
17.38.A2 Bepesa, anneprokomnoHeHT, t221 rBet v2, rBet v4 2,180 P
17.39.A1 AmMbBpo3usi, anneprokoMnoHeHT, w230 nAmb a1 2,180 P
17.39.A2 TumodpeeBka nyro.asi, anneprokoMnoHeHT, g213 rPhl p1, rPhl p5b 2,180 P
17.39.A3 TumodpeeBka nyro.asi, anneprokoMnoHeHT, g214 rPhl p7, rPhl p12 2,180 P
17.39.A4 [onblHb, anneprokoMnoHeHT, w231 nArt vi1 2,180 P
17.39.A5 MonbiHb, anneprokoMnoHeHT IgE (ImmunoCAP), w233 nArt v3 2,595 P
17.39.A6 TumodpeeBka nyroeasi, anneprokoMnoHeHT IgE (ImmunoCAP), g208 rPhl p4 2,595 P
17.4.A1 Exa cbopras (Dactylis glomerata) IgE, G3 660 P
17.4.A10 MsaTtnuk nyrosow (Poa pratensis) IgE, G8 660 P
17.4.A11 OBec KynbTMBMpOBaHHbIN (Avena sativa) IgE, G14 660 P
17.4.A12 OBcsiHHMua nyroeas (Festuca elatior) IgE, G4 660 P
17.4.A13 Monesuua (Agrostis alba) IgE, G9 660 P
17.4.A14 Mwennua (Triticum sativum) IgE, G15 660 P
17.4.A15 Poxb KynbTuBMpoBaHHas (Secale cereale) IgE, G12 660 P
17.4.A16 Poxb MHoronetHsas (Lolium perenne) IgE, G5 660 P
17.4.A18 Tumodpeeska (Phleum pratense) IgE, G6 660 P
17.4.A2 ByxapHuk wepctuctbivi (Holcus lanatus) IgE, G13 660 P
17.4.A20 MopconHeyHwuk IgE 1,450 P
17.4.A25 Amb6po3us obbikHoBeHHas (Ambrosia elatior) IgE, W1 660 P
17.4.A26 Kpanvea gBygomHas (Urtica dioica) IgE, W20 660 P
17.4.A27 Amb6po3us cmewwaHHasi (Heterocera spp.) IgE, W209 660 P
17.4.A28 Jlebepa cepetowasn (Atriplex canescens) Igg, W75 660 P
17.4.A29 Mapb 6enasi (Chenopodium album) IgE, W10 660 P
17.4.A30 Pukyc IgE, K81 660 P
17.4.A31 OpysaHuuk (Taraxacum officinale) IgE, W8 660 P
17.4.A32 MopopoxHuk (Plantago lanceolata) IgE, W9 660 P
17.4.A33 MonbiHb ropbkas (Artemisia absinthum) IgE, W5 660 P
17.4.A34 MonblHb 06bIkHOBEeHHas (Artemisia vulgaris) IgE, W6 660 P
17.4.A35 MocTeHHuua nekapcteeHHas (P. officinalis) IgE, W19 660 P
17.4.A36 Powmawka (HuBsiHvk) (Ch. leucanthenum) IgE, W7 660 P
17.4.A37 Jlebepa yeueBnueobpasHas (A. lentiformis) IgE, W15 660 P
17.4.A6 Konocok gywnctbein (Anthoxantum odoratum) IgE, G1 660 P
17.4.A7 KocTtpel 6e3ocThivi (Bromus inermis) IgE, G11 660 P
17.4.A8 Pbinbua KykypysHble (Zea mays) IgE, G202 660 P
17.4.A9 JlncoxsocT nyroeown (Alopecurus pratensis) IgE, G16 660 P
17.40.A102 Abpvkoc IgE, F237 660 P
17.40.A103 Asokago IgE, F96 660 P
17.40.A104 AnxaHac IgE, F210 660 P
17.40.A105 AnenbcuH IgE, F33 660 P
17.40.A106 BaHaH IgE, F92 660 P
17.40.A107 BuHorpag IgE, F259 660 P
17.40.A108 Buwhs IgE, F242 660 P
17.40.A109 pevindpyT IgE, F209 660 P
17.40.A110 Ipywa IgE, F94 660 P
17.40.A111 [ObiHs IgE, F87 660 P
17.40.A112 Wixup IgE, F402 660 P
17.40.A113 Kvsu IgE, F84 660 P
17.40.A114 Kny6Huka IgE, F44 660 P
17.40.A115 Kokoc IgE, F36 660 P
17.40.A116 JlumoH IgE, F208 660 P
17.40.A118 Matnro IgE, F91 660 P
17.40.A121 Mepcuk IgE, F95 660 P
17.40.A122 CnwBa IgE, F255 660 P
17.40.A124 Xypma IgE, F301 660 P
17.40.A125 A6noko IgE, F49 660 P
17.40.A126 Arogpl (YepHuka, ronybuka, 6pycHuka) IgE, F288 660 P
17.40.A127 ManpapwvH IgE 1,065 P
17.41.A68 BaknaxaH IgE, F262 660 P
17.41.A69 Kanycta 6pokkonu IgE, F260 660 P
17.41.A70 Kanycta 6ptoccenbckast IgE, F217 660 P
17.41.A71 KanycTta koyaHHas IgE, F216 660 P
17.41.A72 Kanycta usetHas IgE, F291 660 P
17.41.A73 KapTodpens IgE, F35 660 P
17.41.A74 MopkoBb IgE, F31 660 P
17.41.A75 ToikBa IgE, F225 660 P
17.41.A76 Towmar IgE, F25 660 P
17.41.A77 Orypel IgE, F244 660 P
17.41.A78 Cnapxa IgE, F261 660 P
17.41.A79 Metpywika IgE, F86 660 P
17.41.A81 Cenbpaepei IgE, F85 660 P
17.41.A82 WnuHar IgE, F214 660 P
17.41.A84 660 P
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17.41.A96 Mepeuy 3eneHbii IgE, F263 660 P
17.42 A44 Yeuesuua IgE, F235 660 P
17.42 A46 Bobbl coeBble IgE, F14 660 P
17.42.A47 "opoluek 3enexbivi IgE, F12 660 P
17.42.A48 HyT (Typeukwui ropox) IgE, F309 660 P
17.42.A49 daconb 6enas IgE, F15 660 P
17.42.A50 daconb 3eneHas Igk, F315 660 P
17.42.A51 daconb kpacHas IgE, F287 660 P
17.43.A56 Apaxvc IgE, F13 660 P
17.43.A58 "peukuin opex IgE, F256 660 P
17.43.A59 MuHpans IgE, F20 660 P
17.43.A60 Kewsto IgE, F202 660 P
17.43.A62 ductawku IgE, F203 660 P
17.43.A63 PyHayk IgE, F17 660 P
17.44 A29 CauHuHa IgE, F26 660 P
17.44 A30 loBagwvHa IgE, F27 660 P
17.44.A31 BapaHuHa IgE, F88 660 P
17.44.A32 WHpeiika IgE, F284 660 P
17.44.A33 KypuHoe msico IgE, F83 660 P
17.45.A10 Beta-nakrornobynuH IgE, F77 730 P
17.45.A11 KaseuH IgE, F78 660 P
17.45.A12 Ceblp Tvina "deppep” IgE, F81 660 P
17.45.A13 Coblp Tvina "Moyng" IgE, F82 660 P
17.45.A14 Kosbe monoko IgE 795 P
17.45.A6 Monoko kopoBbe IgE, F2 660 P
17.45.A7 Monoko kunsiyeHoe IgE, F231 660 P
17.45.A8 CblBOpOTKa MonoyHas IgE, F236 660 P
17.45.A9 Anbda-nakroansbymuH IgE, F76 660 P
17.46.A14 Kam6ana IgE, F254 660 P
17.46.A15 Jlococs IgE, F41 660 P
17.46.A16 CappgvHa IgE, F61 660 P
17.46.A17 Ckymbpusi IgE, F50 660 P
17.46.A18 Tpecka IgE, F3 660 P
17.46.A19 Tyxey IgE, F40 660 P
17.46.A20 Popens IgE, F204 660 P
17.46.A21 Kpab IgE, F23 660 P
17.46.A22 KpeseTku IgE, F24 660 P
17.46.A23 Jlo6cTep (omap) IgE, F80 660 P
17.46.A24 Muaus IgE, F37 660 P
17.46.A25 pebeluok IgE, F338 660 P
17.46.A27 Yctpuubl IgE, F290 660 P
17.47.A123 PuHukm IgE, F289 660 P
17.47 A127 Macno nogconHeyHoe IgE, K84 660 P
17.47.A34 "pnbbl (WamMnmHboHbI) IgE, F212 660 P
17.47.A45 KyrxyT IgE, F10 660 P
17.47.A53 Kodbe IgE, F221 660 P
17.47.A54 Kakao IgE, F93 660 P
17.47.A55 Wokonaga IgE, F105 660 P
17.47.A64 [Opoxokn nekapckue IgE, F45 660 P
17.47.A65 Opoxokm nueHble IgE, F403 660 P
17.47.A66 Cornop IgE, F90 660 P
17.47.A83 YecHok IgE, F47 660 P
17.47.A86 Banwunb IgE, F234 660 P
17.47 A87 opunua IgE, F89 660 P
17.47.A89 Nmbwups IgE, F270 660 P
17.47.A90 Kappw (npunpaga) IgE, F281 660 P
17.47.A91 JlaBpoBbIvi nucT IgE, F278 660 P
17.47.A94 MsiTa IgE, F405 660 P
17.47.A97 Mepeuy YepHbin IgE, F280 660 P
17.48.A1 Ao kypuHoe IgE, F245 660 P
17.48.A2 YXentok sinyHbivi IgE, F75 660 P
17.48.A3 Benok sinyHbiv IgE, F1 660 P
17.48.A4 OBanbbymuH IgE, F232 660 P
17.48.A5 OBomykoug IgE, F233 660 P
17.49.A35 KnerkoBuHa (rmotewvH) IgE, F79 660 P
17.49.A36 Myka rpeyHesasi IgE, F11 660 P
17.49.A37 Myka kykypy3Has IgE, F8 660 P
17.49.A38 Myka oBcsiHas IgE, F7 660 P
17.49.A39 Myka nweHvyHas IgE, F4 660 P
17.49.A40 Myka pxaHas IgE, F5 660 P
17.49.A41 Myka sumeHHasi IgE, F6 660 P
17.49.A42 Mpoco IgE, F55 660 P
17.49.A43 Puc IgE, F9 660 P
17.50.A102 Abpvkoc IgG, F237 660 P
17.50.A103 Asokago IgG, F96 660 P
17.50.A104 AxaHac IgG, F210 660 P
17.50.A105 AnenbcuH IgG, F33 660 P
17.50.A106 BaHaH IgG, F92 660 P
17.50.A107 BuHorpag IgG, F259 660 P
17.50.A108 Buwhs 19G, F242 660 P
17.50.A109 'peiindpyT IgG, F209 660 P
17.50.A110 pywa IgG, F94 660 P
17.50.A111 [ObiHa IgG, F87 660 P
17.50.A112 Wixup IgG, F402 660 P
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17.50.A114 Kny6Huka IgG, F44 660 P
17.50.A115 Kokoc IgG, F36 660 P
17.50.A116 JlumoH IgG, F208 660 P
17.50.A118 Matnro IgG, F91 660 P
17.50.A121 Mepcuk IgG, F95 660 P
17.50.A122 CnwBa IgG, F255 660 P
17.50.A124 Xypma IgG, F301 660 P
17.50.A125 A6noko IgG, F49 660 P
17.50.A126 Arogpl (YepHuKa, ronybuka, 6pycHuka) IgG, F288 660 P
17.51.A68 BaknaxaH IgG, F262 660 P
17.51.A69 Kanycta 6pokkonu IgG, F260 660 P
17.51.A70 Kanycrta 6ptoccenbckas IgG, F217 660 P
17.51.A71 Kanycta koyaHHas IgG, F216 660 P
17.51.A72 Kanycta ugetHas IgG, F291 660 P
17.51.A73 KapTodpens IgG, F35 660 P
17.51.A74 MopkoBb IgG, F31 660 P
17.51.A75 ToikBa IgG, F225 660 P
17.51.A76 Towmar IgG, F25 660 P
17.51.A77 Orypel IgG, F244 660 P
17.51.A78 Cnapxa IgG, F261 660 P
17.51.A79 Metpywika IgG, F86 660 P
17.51.A81 Cenbpaepen IgG, F85 660 P
17.51.A82 WnwuHar IgG, F214 660 P
17.51.A83 YecHok IgG, F47 660 P
17.51.A84 Jlyk IgG, F48 660 P
17.51.A95 Mepeuy kpacHbIvi (nanpuka) IgG, F218 660 P
17.51.A96 Mepeuy 3enexbivt IgG, F263 660 P
17.52.A44 Yeuesuua IgG, F235 660 P
17.52.A46 Bo6bl coeBble IgG, F14 660 P
17.52.A47 "opoluek 3enexbivi IgG, F12 660 P
17.52.A48 HyT (Typeukwui ropox) IgG, F309 660 P
17.52.A49 daconb 6enas IgG, F15 660 P
17.52.A50 daconb 3eneHas IgG, F315 660 P
17.52.A51 daconb kpacHas IgG, F287 660 P
17.53.A56 Apaxvc IgG, F13 660 P
17.53.A58 "peukuit opex IgG, F256 660 P
17.53.A59 MuHpans IgG, F20 660 P
17.53.A60 Kewsto IgG, F202 660 P
17.53.A62 ductawku IgG, F203 660 P
17.53.A63 PyHayk IgG, F17 660 P
17.54.A29 CauHuHa IgG, F26 660 P
17.54.A30 IoBagwvHa IgG, F27 660 P
17.54.A31 BapaHwuHa IgG, F88 660 P
17.54.A32 WHpeiika IgG, F 284 660 P
17.54.A33 KypuHoe msico IgG, F83 660 P
17.55.A10 Beta-nakrornobynuH IgG, F77 660 P
17.55.A11 KaseuH IgG, F78 660 P
17.55.A12 Coblp Tvina "degpep” 1g9G, F81 660 P
17.55.A13 Coblp Tvina "Moyng" IgG, F82 660 P
17.55.A6 Monoko kopoBbe IgG, F2 660 P
17.55.A7 Monoko kunsiyeHoe IgG, F231 660 P
17.55.A8 CblBOpOTKa MonoyHas IgG, F236 660 P
17.55.A9 Anbda-naktoansbymvH IgG, F76 660 P
17.56.A14 Kam6ana IgG, F254 660 P
17.56.A15 Jlococe IgG, F41 660 P
17.56.A16 CappgvHa IgG, F61 660 P
17.56.A17 Ckymbpusi IgG, F50 660 P
17.56.A18 Tpecka IgG, F3 660 P
17.56.A19 Tyreu IgG, F40 660 P
17.56.A20 Popensb IgG, F204 660 P
17.56.A21 Kpab IgG, F23 660 P
17.56.A22 KpeseTku IgG, F24 660 P
17.56.A23 Jlo6cTep (omap) IgG, F80 660 P
17.56.A24 Muaus IgG, F37 660 P
17.56.A25 pebeluok IgG, F338 660 P
17.56.A27 Yctpuubl IgG, F290 660 P
17.57.A123 Punnkm IgG, F289 660 P
17.57.A127 Macno nogconHeyHoe IgG, K84 660 P
17.57.A34 "'pnbbl (WamMnuHboHbI) IgG, F212 660 P
17.57.A45 KyrxyT IgG, F10 660 P
17.57.A53 Kodbe IgG, F221 660 P
17.57.A54 Kakao IgG, F93 660 P
17.57.A55 LWokonaga IgG, F105 660 P
17.57.A64 Opoxokm nekapckue IgG, F45 660 P
17.57.A65 [Opoxokm nuBHble IgG, F403 660 P
17.57.A66 Cornop IgG, F90 660 P
17.57.A86 Banunb 1gG, F234 660 P
17.57.A87 opunua IgG, F89 660 P
17.57.A89 Nmbups IgG, F270 660 P
17.57.A90 Kappw (npunpaga) IgG, F281 660 P
17.57.A91 JlaBpoBbIvi nucT IgG, F278 660 P
17.57.A94 Msita IgG, F405 660 P
17.57.A97 Mepey yepHbIv IgG, F280 660 P
17.58.A1 Ao kypuHoe IgG, F245 660 P
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17.58.A3 Benok sinyHbiv IgG, F1 660 P

17.58.A4 OBanbbymuH IgG, F232 660 P

17.58.A5 OBomykoug IgG, F233 660 P

17.59.A35 KnenkoBuHa (rmtoteH) IgG, F79 660 P

17.59.A36 Myka rpeyHeBasi 1gG, F11 660 P

17.59.A37 Myka kykypy3Has IgG, F8 660 P

17.59.A38 Myka oBcsiHas IgG, F7 660 P

17.59.A39 Myka nweHnyHas IgG, F4 660 P

17.59.A40 Myka pxaHas IgG, F5 660 P

17.59.A41 Myka sumeHHas IgG, F6 660 P

17.59.A42 Mpoco IgG, F55 660 P

17.59.A43 Puc IgG, F9 660 P

17.60.A136 AnenbcuH, £33 1,140 P
17.60.A143 Kny6Huka, f44 1,140 P
17.60.A146 JlumoH, f208 1,140 P
17.60.A160 A6noko, f49 1,140 P
17.60.A161 Abpukoc IgE (ImmunoCAP), 237 1,080 P
17.60.A162 ABokago IgE (ImmunoCAP), {96 1,080 P
17.60.A163 Ananac IgE (ImmunoCAP), 210 1,080 P
17.60.A164 Apbys3 IgE (ImmunoCAP), f329 1,080 P
17.60.A165 BaHaH IgE (ImmunoCAP), 192 1,080 P
17.60.A166 BuHorpag IgE (ImmunoCAP), 259 1,080 P
17.60.A167 Buwwhs IgE (ImmunoCAP), 242 1,080 P
17.60.A168 peiindpyT IgE (ImmunoCAP), f209 1,080 P
17.60.A169 pywa IgE (ImmunoCAP), f94 1,080 P
17.60.A170 ObiHg IgE (ImmunoCAP), f87 1,080 P
17.60.A172 Kvieu IgE (ImmunoCAP), f84 1,080 P
17.60.A173 ManvHa IgE (ImmunoCAP), £343 1,080 P
17.60.A174 Mamro IgE (ImmunoCAP), f91 1,080 P
17.60.A175 MaxpapwuH IgE (ImmunoCAP), £302 1,080 P
17.60.A176 Mepcuk IgE (ImmunoCAP), {95 1,080 P
17.60.A177 CwmopopuHa kpacHasi IgE (ImmunoCAP), £322 1,080 P
17.61.A142 Kaptodens, f35 1,140 P
17.61.A150 MopkoBb, 31 1,140 P
17.61.A155 Tomarbl, f25 1,140 P
17.61.A157 ThikBa, f225 1,140 P
17.61.A159 LiBeTHas kanycTa, f291 1,140 P
17.61.A160 BaknaxaH IgE (ImmunoCAP), 262 1,080 P
17.61.A161 Bpokkonu IgE (ImmunoCAP), 260 1,080 P
17.61.A162 Kanycta 6enokoyaHHast IgE (ImmunoCAP), 216 1,080 P
17.61.A163 Jlyk IgE (ImmunoCAP), 48 1,080 P
17.61.A164 Orypeu IgE (ImmunoCAP), 244 1,080 P
17.61.A165 Manpwka, cnagkuin nepey IgE (ImmunoCAP), 218 1,080 P
17.61.A166 Metpywka IgE (ImmunoCAP), f86 1,080 P
17.61.A167 CaxapHasi ceekna IgE (ImmunoCAP), 227 1,080 P
17.61.A168 Cenbgaepeit IgE (ImmunoCAP), f85 1,080 P
17.61.A169 Wnunat IgE (ImmunoCAP), f214 1,080 P
17.62.A133 Cos, f14 1,140 P
17.62.A134 opox IgE (ImmunoCAP), {12 1,080 P
17.62.A135 Paconb 6enas (benble 606b1) IgE (ImmunoCAP), 15 1,080 P
17.63.A128 Apaxvc, f13 1,140 P
17.63.A129 "'peukuit opex IgE (ImmunoCAP), {256 1,080 P
17.63.A130 MuHpans IgE (ImmunoCAP), 20 1,080 P
17.63.A131 DyHayk IgE (ImmunoCAP), 117 1,080 P
17.64. A137 [oBagvHa, f27 1,140 P
17.64.A140 Wnpewnka, msco, 1284 1,140 P
17.64.A145 Kypuua, msco, f83 1,140 P
17.64.A154 CBUHWHa, 26 1,140 P
17.64.A155 BapanwuHa IgE (ImmunoCAP), f88 1,080 P
17.64.A156 Msco kponuka IgE (ImmunoCAP), 213 1,080 P
17.65.A130 Kosbe monoko, f300 1,140 P
17.65.A131 Mornoko, f2 1,140 P
17.65.A149 Monoko kunsdeHoe, 231 1,140 P
17.65.A150 Chblp ¢ nneceHbio IgE (ImmunoCAP), 82 1,080 P
17.65.A151 Colp Yepaep IgE (ImmunoCAP), 81 1,080 P
17.66.A1 Kpesetka IgE (ImmunoCAP), f24 1,080 P
17.66.A147 Jlococs, f41 1,140 P
17.66.A156 Tpecka, 3 1,140 P
17.66.A158 Popens, 204 1,140 P
17.66.A159 Kanbmap IgE (ImmunoCAP), 258 1,080 P
17.66.A160 Kpab IgE (ImmunoCAP), 23 1,080 P
17.66.A161 CuHsia mugums IgE (ImmunoCAP), 37 1,080 P
17.66.A162 TyHey IgE (ImmunoCAP), {40 1,080 P
17.67.A139 [Lpoxokn nekapckue, f45 1,140 P
17.67.A141 Kakao, f93 1,140 P
17.67.A144 Kodbe, 3epHa, f221 1,140 P
17.67.A148 Meg, f247 1,140 P
17.67.A149 Banwunb IgE (ImmunoCAP), 234 1,080 P
17.67.A150 "pnbbl (WamnmHboHbl) IgE (ImmunoCAP), 212 1,080 P
17.67.A151 KyrxyT IgE (ImmunoCAP), {10 1,080 P
17.67.A152 CemeHa Maka IgE (ImmunoCAP), 224 1,080 P
17.67.A153 Yaii IgE (ImmunoCAP), f222 1,080 P
17.67.A154 YecHok IgE (ImmunoCAP), f47 1,080 P
17.67.A155 1,080 P

YXenaTuH kopoBui (nuwesast fob6aska E441) IgE (ImmunoCAP), c74
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17.68.A134 AnyHbin 6enok, 1 1,140 P
17.68.A161 AVYHBIN XenTok, f75 1,140 P
17.68.A162 Anuo, f245 1,140 P
17.69.A1 MopgconHeyHuk IgE (ImmunoCAP), w204 1,080 P
17.69.A129 I'nioTeH (knerikoBuHa), f79 1,140 P
17.69.A135 Mwenwnua, f4 1,140 P
17.69.A138 'peunxa, rpeynyHas myka, f11 1,140 P
17.69.A151 OBec, oBCsiHasA Myka, f7 1,140 P
17.69.A152 Puc, f9 1,140 P
17.69.A153 Poxb, pxxaHasi myka, f5 1,140 P
17.69.A154 Kykypysa IgE (ImmunoCAP), f8 1,080 P
17.69.A155 Mpoco nocesHoe (nNweHo) IgE (ImmunoCAP), 55 1,080 P
17.69.A156 Aumenb IgE (ImmunoCAP), 16 1,080 P
17.7.A1 HomawHss nbinb Tvn (Greer) IgE, h1 660 P
17.7.A6 Mbinb nweHn4Hon mMyku IgE, K301 660 P
17.7.A7 HomawHss nbinb (Holister) IgE, h2 670 P
17.70.A2 Knew, gomawwHew nbinv D. pteronyssinus, d1 1,140 P
17.70.A5 Kneuy, gomatuHen nbinu D .farinae, d2 1,140 P
17.71.A1 Alternaria alternata, anneprokomnoneHT, m229 rAlt a1 2,180 P
17.71.A2 MnecHesbIn rpub (Alternaria alternata) IgE (ImmunoCAP), m6 1,080 P
17.71.A3 MnecHeBbIn rpub (Aspergillus fumigatus) IgE (ImmunoCAP), m3 1,080 P
17.71.A4 "'pnbbl popa kanauaa (Candida albicans) IgE (ImmunoCAP), m5 1,080 P
17.71.A5 CT1aunnokokkoBbI aHTEPOTOKCKH B IgE (ImmunoCAP), m81 1,080 P
17.71.A6 CT1adunnokokkoBbl 3HTEPOTOKCKH A IgE (ImmunoCAP), m80 1,080 P
17.73.A1 Ddopmanbaervg (popmanuH), k80 1,080 P
17.73.A2 Jlatekc IgE (ImmunoCAP), k82 1,080 P
17.74 A13 Menvumnnud G IgE (ImmunoCAP), c1 1,490 P
17.74 A14 Menvumnnui V IgE (ImmunoCAP), c2 1,490 P
17.74.A18 XnoprekcuauH IgE (ImmunoCAP), c8 1,490 P
17.75.A1 Bepesa, anneprokomnoHeHT Bet v1, IgE 1,580 P
17.75.A10 MonblHb, anneprokoMnoHeHT Art v1, IgE 1,580 P
17.75.A11 TumodpeeBka nyroeasi, anneprokoMnoHeHT Phl p1, Phl p5, IgE 1,580 P
17.75.A12 TumodpeeBka nyroeasi, anneprokoMnoHeHT Phl p7, Phl p12, IgE 1,580 P
17.75.A2 Bepesa, anneprokomnoHeHT Bet v4, IgE 1,580 P
17.75.A20 Kowka, anneprokomnoHeHT Fer d1, IgE 1,580 P
17.76.A1 Annzakuga IgE (ImmunoCAP), p4 1,080 P
17.76.A2 Ackapuga IgE (ImmunoCAP), p1 1,080 P
17.8.A1 Knew-gepmatodar myyHoi (D. farinae) IgE, D2 660 P
17.8.A2 Knew-gepmatodar nepuHHbiv (D.pteronyssinus) IgE, D1 660 P
17.9.A1 "'pnbbl popa kanavaa (Candida albicans) IgE, M5 660 P
17.9.A2 MnecHeBbIn rpub (Chaetomium globosum) IgE, M208 660 P
17.9.A3 MnecHesbIn rpub (Aspergillus fumigatus) IgE, M3 660 P
17.9.A4 MnecHesbIn rpub (Alternaria tenuis) IgE, M6 660 P
17.9.A5 MnecHesbIn rpub (Cladosporium herbarum) IgE, m2 705 P
17.9.A6 MnecHesbIn rpub (Penicillum notatum) IgE, m1 950 P
18.1.A8.401 *AnKoronb B Mo4ye 1,810 P
18.1.D1.202 Onpepenexune ankorons B KpoBu 1,870 P

CKPVHUHIOBOE BbISIBIEHVE B MOY€e HapKOTUYeCKX BellecTs (kaHHabuongos,
18.1.D1.401 kokauHa, MOMA (3kcTasu), MeTagoHa, MeTaMgeTamMyHOB, ONUaToB) U 3,790 P

NCUXOaKTVBHbIX BelecTB (amdeTaMmmHoB, 6apbutypaToB, 6eH30aMasennHoB,

TPULIMKIINYECKVX aHTUAENPECCAHTOB) C MAEHTUMD.UX rpyn.npuHag,
18.1.D2.106 Bblcon(ocneumd)mqm:ve BLIABNIEHME B BOMIOCAX HAPKOTUHECKX 1 MCUX0AKTUBHbIX 16,990 P

BELLECTB C UX TOYHOI nAeHTUdMKaLmen

Bbicokocneu.BbIiIBNEHNE B MOYE HAPKOT.BELLECTB (kaHHabuonaos, kokavHa, MOMA
18.1.D3.401 (akcTa3n), MeTafoHa, MeTamdeTamMuHa, OnmaToB), MCUXOAKTUBHbIX BELLLECTB 5110 P

(amdpeTammHoB, 6apbutypatoB, 6eH3041A3ENUHOB, TPULMKITIMYECKNX

aHTUAENPeCcCaHTOB) Y MapkepoB (HUKOTVUHA U arikoronsi)
18.2.A13.201 JleBeTupavLeram, KONMYeCTBEHHO 5,040 P
18.2.A19.202 Takponumyc 1,900 P
18.2.A2.201 DdeHobapbutan, KONMYECTBEHHO 5,490 P
18.2.A22 Tonupamart (Tonamakc, Tonanencv, Topean), KONMYECTBEHHO 3,245 P
18.2.A3.201 DuHnencuH (kapbamasenviH, TerpeTon), KONMYECTBEHHO 5,490 P
18.2.A4.201 J1amMOTpUaXWHBI (NamMukTan), KONMYECTBEHHO 5,490 P
18.2.A6.201 Banbnpoesasi kucnota (M ee Npon3BOAHbIE), KONTUHECTBEHHO 1,330 P
2.0.A4.202 AHTUTENa K aHTUreHam 3puTpoLmUTOB, CyMMapHsble (B T.4. k Rh-cakTopy, kpome AT 810 P

no cucteme ABQO) c onpegeneHnem Tutpa
2.0.A5.202 Onpegenenve Kell aHturena (K) 760 P
2.0.D1.201 AHTuTENna no cucteme ABO 1,400 P
2.0.D2.202 Onpepenexve Hanuuusi aHTureHos apuTpoumntoB C, ¢, E, e, CW, Ku k 1,020 P
2.0.D3.202 "'pynna kpoBu + Pe3yc-cakTop 670 P
20.0.A1 BCR-ABL p210 t(9;22) kon. (6e3 onpefenexHusi TpaHckpunTa) 6,050 P
20.0.A2 Onpegenexve mytaumm W515 B reHe MPL 4.875P
20.0.A3 BCR-ABLp230 t(9;22), kon. (bcr-ablp230 t(9;22), kon.) 10,930 P
20.0.D1 BCR-ABLp210 1(9;22), kay. (b2a2/b3a2), (BknoyaeT onpeaeneHve TpaHckpunTa) 4,550 P
20.0.D2 Onpepgenexve mytaumn 9 ak3oHa reHa CALR (del52, insTTGTC) 4.875P
22.1.A1.202 "eHeTnYeCcKuii TECT Ha NAKTO3HYI HenepeHocumocTb: MCM6: -13910 T>C * 1,710 P
22 1 A142 [eHeTu4eckasi NpeApacnonoXeHHOCTb K ankoronuamy (BeHo3Hasi KpoBb; 9,460 P

3aKnoyeHne Bpaya - 1abopaTopHOro reHeTuka no UccrefoBaTeriL.CkoMy OTYETY)
22.1.A143 AHTUreH cuctembl ructocoemectumocT HLA B51 2,750 P
22.1.A16.202 [wnarHoctuka cuHgpoma Xunbbepa (Mytaums rena UGT1)* 4,440 P




22.1.A20 CwuHgpom nomMkon X xpoMocombl (onpeaenexue yucna nostopoB CGG B reHe FMR1) 5715P
22 1.A21 [lnarHocTvika cemeiHoO Cpean3aeMHOMOPCKON Nuxopaaku (nepuoanyeckas 6onesHb, 8,810 P
reH MEFV).
22.1.A22 "eH aHgporeHoBoro peuentopa (AR), yicno CAG-noBTOpoB 4,075 P
22.1.A25 "eHoTunpoBaHne HLA-Cw6 npu ncopuase 3,610 P
22.1.A26 [warHoctuka npu xumposor 6onesHn nevenu (reH PNPLA3) 3,800 P
22.1.A29 CKPVHWHI Ha HOCUTENbCTBO HAacNeACTBEHHbIX 3aboneBaHui "Ba3osbin” (FeHomen) 7,367 P
MuoCkpuH. MeHeTuyeckne dakTopbl POPMUPOBaHNSA MbilleyHon Maccbi*ACTN3:
22.1.D10.202 1729C>T (rs1815739)MSTN: 458A>G (rs1805086)AGT: 803T>C (rs699)HIF1A: 10,120 P
1744C>T (rs11549465)
dapmaCkpuH. 'eHeT.akTopbl B3anmoa. ¢ nek.npen.®asa 1.*CYP1A1*2C: 1384A>G
221.D11.202 (rs1048943) CYP1A1*4: 1382C>A (rs1799814) CYP1A1*2A: 6235T>C (rs4646903) 12880 @
o ’ CYP1A2*1F: -154C>A (rs762551)CYP3A4*1B: -392 A>G CYP2C9*2: 430C>T ’
(rs1799853) CYP2C9*3: 1075A>C (rs1057910)
22.1.D117 eHoguarHocTuka 6onesnHun BunbcoHa-KoHoBanoBa (aHanv3 mytaumi reHa ATP7B) 9,675P
OHeproCkpuH. N'eHeTMYeckne hakTopbl pUcka HapyLLUEHUIA SHEPreTUHECKOro
22 1.D12.202 obmeHa*PPARA: 2498G>C (rs4253778)PPARD: -87C>T (rs2016520)PPARG: 12310 B
o ’ 34C>G (rs1801282)PPARGC1A: 1444G>A (rs8192678)PPARGC1B: 607G>C ’
(rs7732671)AMPD1: 133C>T (rs17602729)
22 1.D13.202 eHeTuyeckuii puck paBuBMTMﬂ paka MOroYHOW xenesbl 1 paka sudHukoB (BRCAT, 5670 P
BRCA?2 - 8 nokasateneim)*
eHeTuyeckas NnpeapacnonoXeHHoCTb K runeptoHun (AGT, ADD1, AGTR1,AGTR2,
22.1.D15.202 CYP11B2, GNB3, NOS3 -9 Touek)* 5.550#
Onpepenexune pacnpocTpaHeHHbix MyTauuii B reHe CFTR (BeHO3Has KpoBb;
22.1.D16 MYKOBMCLIMA03; 3aKMoYeHre Bpaya - nabopaTtopHOro reHeTvka no 8,140 P
ncenegosaTenbckoMy oT4eTy)(cm.B npevik. KOJT)
VpeanbHbiii Bec. [ineTta n putHeC (BeHO3Hasi KPOBb; reH.chakTopbl
221D18 MHAMBUA.0cO6EH.00MeHa BeLLEeCTB; 3akmnioyeHne Bpaya - nab.reHetuka no 6.620 P
o nceneq.otyety) PPARG2: C>G (rs1801282) ADRB2: C>G (rs1042714) ADRB2: ’
A>G (rs1042713) ADRB3: T>C (rs4994) FABP2: G>A (rs1799883)
leHeTuYeckasi NpeApacnonoXeHHOCTb K 3aHSTUSIM PasnuYHbIMU BUAAMM CrOpPTa;
22.1.D19 3akIoyeHre Bpaya - nabopaTopHOro reHeTrKa no uccrnefoBaTenbCKoMy OT4eTy) ( 9,460 P
cMm. B nperick.KOJT)
eHeTyeckne akTopbl pa3BUTUSI CUHOPOMA MOJSIMKMCTO3HbIX AndHKMKoB (INS, PPAR-
22.1.D2.202 y, CYP11a, AR1 - 4 nokasarens) 7.190#
eHeTyeckas NpeapacnonoXeHHOCTb K 6onesHn Anburerimepa (BeHO3Has KpoBb;
22.1.D20 APOE E2/E3/E4; 3akntoueHne Bpaya - nabopaTopHOro reHeTuka no 3,320 P
nccnefoBaTesib,CKoMy OTHETY)
22.1.D23 "'eH pevuenTopa Butamuta D, nonumopdumam 283 A>G (Bsml) 1,455 P
22.1.D24 [eHeT4eckas AnarHoCTMKa CnuHanbHOW MblweyvHon atpodmm (SMN1, SMN2) 5,055 P
22.1.D25 eHoguarHocTMka BpOXXAEHHON runepnias3um HagnovyeyHuKoB (uccnegosanuve 15 10.665 P
o MyTaumii B reHe CYP21A2 ¢ ydeToM n3MeHeHusi B ncesgoreHe CYP21P) ’
Ouenka BnusHus reHoB CYP2D6 n CYP2C19 Ha meTabonuam aHTuaenpeccaHToB
22.1.D26 MHrIMBMTOPOB 06PaTHOrO 3axBaTa CEPOTOHUHA/HOPaApPeHannHa — acuuTanonpam, 6,840 P
LuTanonpam, cepTpanuH, (riloBOKCaMuH, MapoKCeTUH, BeHnadakcyH (CritoHa)
eHoguarHocTuka naTonorMm nevexm (ouexHka mytauui B resax: HFE, ATP7B, PiZ/S
22.1.D27 ATAT 1 PNPLA3) 7,200 P
221028 Onpepgenexve mytauui B reHax: BRCA1 (11 myraumin), BRCA2 (3 mytauuu), PALB2 0680 B
o (1 mytauus), CHEK2 (4 mytaumu), NBN (1 myTaumsi), BeHo3Hasi KpoBb ’
221.029 KomnnekcHas reHeT/4ecKas AMArHOCTMKA CUHAPOMA MOMMKMCTO3a AMHHNKOB 7350 P
(CINKA), 6 nokasatenen
FeHeTM4eCKMi pUCK HapyLLeHNit cucTembl ceepThiBaHua (F2, F5, F7, FGB, F13A1,
22.1.03.202 SERPINE1, ITGA2, ITGBS3 - 8 Touek)* 27608
22.1.D30 'eHoguarHocTuka 6onesnu MeHTuHIToHa (oueHka yncna CAG-noBTopoB B reHe HTT) 4,490 P
221031 LwarHoctuka CFTR-aCCOLlI/II/I?OBaHHbIX 3abonesaHuii: 6ecnnogue, naHkpeaTuT, 13,855 @
mMykoBucLmnao3 (38 abeppauuii reHa CFTR)
PaclwmpeHHas gmarHocTvka nakrasHow HegoctatoyHoct MCM6 (-13910 C/C, -
22.1.032 13915 T/T, -13907 C/C, -14010 G/G) 1685°
22 1.D4.202 FeHeTﬂHeCKme nedekTbl pepmeHToB donatHoro uukna (MTHFR, MTR, MTRR - 4 2,650 P
TOYKM)
[eHeTnYecKuii puck ocnoxHeHun 6epemeHHocT 1 natonorum nnoga (F2, F5, F7,
22.1.05.202 FGB, F13A1, SERPINE1, ITGA2, ITGB3, MTHFR, MTR, MTRR - 12 Toyek)* 46008
AnunnoCkpuH. eHeTnyeckme akTopbl pucka passutus oxupenus™ FTO: T>A
22.1.D6.202 (rs9939609) PPARD: -87T>C (rs6902123) PPARGC1A: 1444G>A (rs8192678) 10,120 P
PPARGC1B: 607G>C (rs7732671)
[OnabeT-2CkpuH. eHeTuYeckne hakTopbl prcka BOHUKHOBEHWS CaxapHOro
22.1.D8.202 anabera Il Tuna*kKCNJ11: 67A>G (rs5219)PPARG: 34C>G (rs1801282) TCF7L2: 10,120 P
IVS3 C>T (rs7903146) TCF7L2: IVS4 G>T (rs12255372)
JIunoCkpuH. MeHeTnyeckme akTopbl pucka HapyweHuin nunugHoro obmexa™ APOE:
22.1.D9.202 388T>C (rs429358) APOE: 526C>T (rs7412) APOB: 10580G>A (rs5742904) APOB: 11,040 P
G>A (rs754523) PCSK9: T>C (rs11206510)
222 D1.202 eHeTuyeckn 06ycnoBneHHasi YyBCTBUTENbLHOCTL K BapdapuHy (VKORC1, CYP2C9, 3220 P

CVYPAE? - 4 Touvu)




OcTteoCkpuH. MeHeTuYeckne hakTopbl NPeAPacnONoXeHHOCTN K OCTeonoposy™
COL1A1: IVS1 2046G>T (rs180012)ESR1: T>C (Pwull), (rs2234693)ESR1: A>G

22.2.02 (Xbal), (rs9340799)LCT: -13910C>T (rs4988235)LRP5: A1330V C>T 54308
(rs3736228)VDR: G>A (Bsml), (rs1544410")

22.3.A1.202 AHTUreHbl cuctemsl ructocoemectumocTu HLA Il knacc: nokyc DRB1 2,730 P

22.3.A2.202 AHTUreHbl cuctembl ructocoBmectumocTu HLA Il knacc: nokyc DQA1 2,730 P

22.3.A3.202 AHTUreHbl cuctembl ructocoBmectumocTu HLA Il knacc: nokyc DQB1 2,940 P

22.3.A4.202 AHTUreH cuctemMbl ructocoBmectumoctn HLA B27 2,730 P

223.D3.202 Komnnekc «"eHoTUNMpoBaHue CyrnpyXeckoii napbl No aHTUreHam 12,0708
ructocoBmectumocTu HLA Il knacca»

22.3.D4.202 TunuposaHve HLA DQ2/DQ8 npw uenvakuu 5,290 P
AHTUreHbl cuctembl ructocoBmectumocTy HLA Il knacc, reHoTMnMpoBaHue (NoKychbl

22.3.H1.202 DRB1, DQA1, DQB1) 8,140 P

22.4.D1.202 BoisiBnenve mukpogeneuuii B paktope azoocnepmum AZF (nokycel A, B, C) 7,380 P

22.6.A1.204 ViccnepoBaHuve kapvotuna (KapuoTUnMpoBaHue) 8,730 P
XMA npeHaTanbHbI (aMHUOTUYECKAS XUAKOCTH/BOPCHHbLI XOPUOHA/MYNOBUHHAs

22 6.A10 kpoBb ¢ [ TA,; BbisiBNIeHNE XPOMOCOMHOW NaTONOrUN: aHeYNouaun, Aeneumu, 27,370
Aynnuvkauum; 3akniodeHne Bpaya - nabopaTopHoro reHeTuka rno
nccnefoBaTesib,CkoMy OT4eTY)
MonHoe cekBeHnpoBaHue reHoma abopTyca «PepTyc» (BOPCUHbI XOPMOHA/TKaHU

22.6.A12 nrnoaa; 3aknioyeHe Bpaya - nabopaTopHOro reHeTuka no nccneaoBaTerlbCkoMy 140,530 P
oTyeTy)

22 6.A13 XMA 3K30HHOI0 YPOBHSI (BEHO3HAs KPOBb; 3aKMNioyYeHVe Bpaya - nabopaTtopHoro 60,700 P
reHeTVKa no NccrnefoBaTenbCKOMY OTHETY)

22.6.A2.204 *LinToreHeTn4eckoe uccnegoBaHve KneTok KocTHoro moara (metogom FISH) 15,130 P

22.6.A3.204 Kapuotun ¢ abeppauusimu 8,510 P

22 6.A5 MonekynsipHoe KapuoTUMMPOBaHKe Matepnana abopTyca (XPOMOCOMHbIN 28,350
MVKpPOMATPUYHbIN aHanus, Ontuva)
XMA - cTaHgapTHbIN (BEHO3HAs KPOBb, BOPCUHBI XOPUOHA; pa3pelueHre ot 200000

22.6.A7 nap HyKneoTuaOB; 3ak/oyeHne Bpaya - 1abopaTopHOro reHeTuka no 49,130 P
nccnefoBaTesib,CkoMy OT4eTY)

22 6.A9 XMA onyxoneBoii TkaHn, OHKOCKaH (onyxoneBas TkaHb; pa3peluerue ot 300000 nap 85,020 P
HYKNeoTUA0B)

22.6.D1 KapuoTunmpoBaHue (KOnn4YecTBEHHbIE Y CTPYKTYPHbIE aHOMaI XpPOMOCOM) 7,110P

22.7.A1.119 YcTaHoBneHue OTLOBCTBA - AyaT (20 mapkepoB), (npeanonaraemMbiii otew, pebeHok)* 13,560 P

22.7.A10 [ybnukat 3aknoyeHus - YcTaHOBNEHWE poacTBa 430 P

227 A2.119 YcTaHoBneHue 0TLJ.OB(iTBa - Tpmo (20 mapkepoB), (Mpeanonaraembiii otew, pebeHok, 20,800 P
6uonorvyeckasi MmaTb)

227 A3.119 YCTaHOBJ'I*eHVIe MaTepuHCTBa - ayaT (20 mapkepoB), (Npeanonaraemas MaTb, 18,900 B
pebeHok)

227 A4119 YcTtaHoBneHue MaTepMHthBa - TPMO (20 mapkepoB), (npegnonaraemas Matb, 20,800
pebeHok, bruonornyeckuii otew)

22.7.A5.119 Depnywka(6abyLuka)-BHyK(BHY4YKa) - AyaT (24 mapkepa)* 18,900 P
YcTaHoeneHue poacTsa - «YHVUBEPCANBbHbLIA TECT» - ayaT (onpeaensetcs

22.7.A6.119 POACTBO MeXAY AeAYLIKOW/6abyLUKON - BHYKOM/BHYYKOW, AsAen/TeTen - 21,740 P
NNeMSHHUKOM/NNEMSAHHULEN, POAHBIMU/CBOAHBIMU BpaTbsamu/cecTpamm)®

22.7.A7.119 [ononHuTenbHbIv y4acTHUK Ne 1 5,670 P

22.7.A8.119 [ononHuTenbHbI y4acTHUK Ne 2 5,670 P

22.7.A9.119 [ononHuTenbHbI y4acTHUK Ne 3 5,670 P

22 8.A10 Onpepgenenve mytaunn BRAF, KRAS, NRAS (onyxoneBas TkaHb; 3akroveHue 14,250 B
Bpaya - nabopaTopHOro reHeTuka no NCCcrneaoBaTENbCKOMY OTHETY)

22 8. A1 Tect MammaPrint (onyxoneBasi TkaHb; 3akntoyeHVe Bpaya - nabopaTopHoro 237,390
reHeTVKa no NccrnefoBaTenbCKOMY OTHETY)

22 8.A12 YKunpgkoctHast 6uoncust, 57 reHoB (BeHO3Has KPOBb; 3aKIioyYeHVe Bpaya - 72,290
n1abopaTopHOro reHeT1ka Nno UccnefoBaTenbCkoMy OT4ETY)

22 8.A13 OnkoKapta, 60 reHoB (onyxonesasi TKaHb; 3ak/llo4eHne Bpayva - nabopaTopHoro 59,230 P
reHeTVKa no NccrnefoBaTenbCKOMY OTHETY)

22 8. A14 Onpepgenenue TpaHcnokauui reHa ALK, FISH (onyxoneBas TkaHb; 3aknoyeHune 23,580 B
Bpaya - nabopaTopHOro reHeTuka no NCCrneaoBaTENbCKOMY OTHETY)

22 8 A15 Onpepgenenue TpaHcnokauum reHa ROS1, FISH (onyxoneBasi TkaHb; 3aknoyeHue 23,580 B
Bpaya - NabopaTopHOro reHeTuka no NCCrneaoBaTENbCKOMY OTHETY)

22.8.A16 Onpepgenexve ypoHsi akcnpeccun reHa PCA3 (MpocTa - TecT) 7,940 P
XKnakocTHas Guoncysi: pak TONCTOM KULLIKW U MerlaHoMa (BEHO3Hasi KpoBb; MyTaLm

22.8.A2 B reHax BRAF, KRAS, NRAS; 3akntoyeHune Bpaya - nabopaTopHOro reHeTuka no 26,270 P
nccnefoBaTesib,CkoMy OT4eTY)
Onpepgenenve mytauui B reHax BRCA1, BRCA2, PALB2 (onyxoneBas TkaHb;

22.8.A3 20,280 P
3aknoyeHe Bpaya - 1abopaTopHOro reHeTuka no UccrnefoBaTeriL.CkoMy OTYETY)

22 8. A4 MaHenb "KeHckue HacneACTBEHHbIE onyxonu" (BEHO3Has KPOBb; 3akrnioveHne Bpaya 53,590 P
- nabopaTopHOTro reHeTyka no UccriefoBaTeNbCKOMY OTHETY)

22 8.A5 MaHenb "HacneacTBeHHbIN pak MONOYHON enesbl” (BEHO3Hasi KPOBb; 3aKIl0UeHVe 53,590 P
Bpaya - nabopaTopHOro reHeTuka no NCCrneaoBaTENbCKOMY OTHETY)

25 8 AG MaHenb H?CJ‘Ie,CI,CTBeHHbII/I pak TONCTOMN KMLIKN" (BEHO3HAasi KPOBb; 3aKrioveHe 53500 P




OnkoKaprta, 57 reHoB (onyxoneBasi TKaHb; 3ak/llo4eHne Bpaya - nabopaTopHoro

22.8.A7 44,440 P
reHeTVKa no NccrnefoBaTenbCKOMY OTHETY)

22 8.A8 MaHenb "HacneacTBeHHbIE onyxorieBble CUHAPOMBI" (BEHO3Has KPOBb; 3aKMioveHne 53,590 P
Bpaya - nabopaTopHOro reHeTMka no NCCrneaoBaTENbCKOMY OTHETY)

22 8.A9 Onpepenenve mytauni B reHe NRAS (onyxoneBas TkaHb; 3aknioyeHune Bpaya - 12,2208
n1abopaTopHOro reHeT1ka Nno UccnefoBaTenbCkoMy OT4ETY)

22.8.D1 Onpepgenexve mytauun B reHe BRAF (V600), onyxoneBas TkaHb 14,750 P

22.8.D2 Onpegenexve mytauun B reHe EGFR, onyxonesasi TkaHb 17,960 P

22.8.D3 Onpegenexve mytauun B reHe KRAS, onyxonesasi TkaHb 14,750 P

22.8.D4 Onpegenexve mytauun B reHe EGFR, kpoBb (xugkocTHas 6uoncus) 20,800 P

22805 Onpepenexne MykpocaTennuTHow HectabunbHocT, MSI (onyxoneBast TkaHb; 14.480 P

o 3aknoyeHne Bpaya - 1abopaTopHOro reHeTuka no UccrnefoBaTerib.CkoMy OTYETY) ’

229 A1 CeKBeHNpPOBaHNE MUTOXOHAPUANBHOIO reHoMa (BEHO3Hast KPOBb; 3aKmnioveHne 63,020 P
Bpaya - nabopaTopHOro reHeTuka no NcCcrneaoBaTENbCKOMY OTHETY)

229 A1 MaHenb "3aboneBaHusi COeAUHUTENBHOI TkaHW" (BEHO3Hasi KPOBb; 3aKMoYeHNe 62,540 P
Bpaya - nabopaTopHOro reHeTuKa no NCCrneaoBaTENbCKOMY OTHETY)

229 A12 MaHenb "HacneacTBeHHasi TyroyxocTb" (BEHO3Hast KPOBb; 3aKIlo4YeHUe Bpava - 62,540
n1abopaTopHOro reHeTrKa Nno UccnefoBaTenbCkoMy OT4ETY)

229 A13 MaHenb "HacnepctBeHHble 3a6oneBaHus rnas" (BeHo3Hasi KpoBb; 3aknioveHne 62,540
Bpaya - nabopaTopHOro reHeTuka no NCCcrneaoBaTENbCKOMY OTHETY)

22 9.A14 MaHenb "HacnepcTteBeHHble 3a6onesanusi XKKT" (BeHO3Has KPOBb; 3aKioyeHue 62,540 B
Bpaya - nabopaTopHOro reHeTuka no NccrneaoBaTENbCKOMY OTHETY)

229 A15 MaHenb "HacneactBeHHble 3aGoneBaHns novek” (BeHO3Hasi KpOBb; 3aKMioveHne 62,540 P
Bpaya - nabopaTopHOro reHeTuka no NcCcrneaoBaTENbCKOMY OTHETY)

229 A16 MaHenb "HacneacteeHHble 3a6onesaHust cepaua” (BeHo3Hast KpoBb; 3aknioveHne 62,540 P
Bpaya - nabopaTopHOro reHeTMka Nno NcCcrneaoBaTENbCKOMY OTHETY)

229 A17 MaHenb "HacneactBeHHble HapyLweHWst obmMeHa BellecTs" (BEHO3Has KPOBb; 62,540 P
3aKnoyeHne Bpaya - 1abopaTopHOro reHeTuka no UccrnefoBaTerib.CkoMy OTYETY)

229 A18 HacnencTeeHHble HapyLLeHUs penpoayKTUBHON CUCTEMbI" (BEHO3HAsH KPOBb; 62,540 P
3aknoyeHne Bpaya - 1abopaTopHOro reHeTuka no UccrefoBaTerlb.CkoMy OTYETY)

229 A19 MaHenb "HacnepcTBeHHble anunencun” (BEHO3Has KPOBb; 3aKIlo4YeHne Bpava - 62,540 P
n1abopaTopHOro reHeT1ka Nno UccnefoBaTenbCkoMy OT4ETY)

22.9.A2 KnuHnyeckoe cekBeHMpoBaHMe 9k30Ma (BEHO3Hast KPOBb; 3aKmioyeHne Bpaya - 71,530
n1abopaTopHOro reHeTrka Nno UccnefoBaTenlbCkoMy OT4ETY)

229 A20 MaHenb "HelipoaereHepatviBHble 3aboneBaHns” (BEHO3Hasi KPOBb; 3aKIlO4YeHVE 62,540 P
Bpaya - nabopaTopHOro reHeTMka Nno NcCcrneaoBaTENbCKOMY OTHETY)

229 A21 MaHenb "HepBHo-MbllweYHble 3a6oneBaHus" (BeHO3Has KPOBb; 3aKkMioveHne Bpaya - 62,540 P
nabopaTopHOro reHeTMKa No UccnefoBaTenlbCkOMy OTYETY)

229 A22 MepBUYHBIN UMMYHOAEMULNT U HACNeACTBEHHbIE aHeMun" (BEeHO3Hast KPOBb; 62,540 P
3aKnoyeHne Bpaya - 1abopaTopHOro reHeTuka no UccrefoBaTerlbCkoMy OTYETY)

220 A23 MaHenb "YMCTBEHHAasi OTCTaNocTb M ayTnam" (BEHO3Hasi KPOBb; 3aKIIlOYEHVE BpaYa - 62,540 P
nabopaTopHOro reHeTuKa No UccnefoBaTenlbCkoMy OTYETY)

220 A24 MaHenb "®akoMaTo3bl U HACNEACTBEHHbI pak" (BEHO3Has KPOBb; 3aKmnoyeHne 62,540 P
Bpaya - nabopaTopHOro reHeTMKa No NCCrneaoBaTENbCKOMY OTHETY)

229A3 MonHoe cekBeHMpoBaHMe 3k30Ma (BEHO3HAsH KPOBb; 3aKrioyeHne Bpaya - 75,960 £
n1abopaTopHOro reHeTrka Nno uccnefoBaTenbCkoMy OT4ETY)

22 9 Ad MonHoe cekBeHupoBaHue reHoma GenomeUNI (BeHO3Has KpOBb; 3aknioyeHne 177,680 P
Bpaya - nabopaTopHOro reHeTMKa Nno NCCcrneaoBaTENbCKOMY OTHETY)
XKunpkocTHas Guoncusi npu pake nerkoro, 6asoBasi (BeHO3Hasi KPOBb; MyTaLuUu B

22.9.A5 reHax EGFR, KRAS, NRAS, BRAF; 3aknioyeHve Bpaya - nabopaTtopHOro reHeTvka 25,740 P
o UCCrefoBaTeslb,CkoMy OTHETY)
XKnpkocTHas Guoncusi Npu pake nerkoro, pacluMpeHHasi (BeHO3Hasi KpOBb; MyTaLun

22.9.A6 B reHax ALK, BRAF, EGFR, ERBB2, KRAS, MET, PIK3CA, ROS1; 3akntouyeHune 54,720 P
Bpaya - nabopaTopHOro reHeTMka no NCCrneaoBaTENbCKOMY OTHETY)
"Pak nerkux, paclumpeHHast naHens" (onyxonesast TkaHb; MyTauum B reHax ALK,

22.9.A7 BRAF, EGFR, ERBB2, KRAS, MET, PIK3CA, ROS1; 3akntoyeHue Bpaya - 44,390 P
nabopaTopHOro reHeTuKa No UccnefoBaTenlbCkoMy OTYETY)
"Pak nerkux, 6asoBast naHenb" (onyxonesas TkaHb; MyTauum B reHax EGFR, KRAS,

22.9.A8 NRAS, BRAF; 3akntoueHune Bpaya - nabopaTopHOro reHeTuka no 13,020 P
nccnefoBaTesib,CkoMy OT4eTY)

22.9.A9 CKPVHWHI Ha HacneacTBeHHble 3aboneBanunst, 2500 reHOB (BeHO3Has KPOBb; 62 540 B

o 3aknoyeHe Bpaya - 1abopaTopHOro reHeTuka no UccrefoBaTerib.CkoMy OTYETY) ’

23.1.A1 HaTtpwuin B kpoBu, cnektpomeTpusi (Na) 740 P

23.1.A10 Bop B kpoBw, cnektpomeTpusi (B) 1,240 P

23.1.A11 AntomMyHWI B KpoBW, cnektpomeTpus (Al) 1,240 P

23.1.A12 KpoemHu B KpoBU. cnektpomeTous (Si) 1240 P




23.1.A13 TwuTaH B kpoBu, cnektpomeTpust (Ti) 1,240 P
23.1.A14 Xpom B kpoBu, cnekTpomeTpus (Cr) 1,240 P
23.1.A15 MapraHey B kpoBu, cnektpometpust (Mn) 1,240 P
23.1.A16 KobanbT B kpoBu, cnektpomeTtpust (Co) 1,240 P
23.1.A17 Huvikenb B kpoBu, cnektpomeTpusi (Ni) 1,240 P
23.1.A18 MbiLWwbsK B KpOBMW, cnekTpoMeTpust (As) 1,240 P
23.1.A19 CerneH B KpoBM, cnekTpoMeTpust (Se) 860 P
23.1.A2 Kanwi B kpoBu, cnektpometpus (K) 740 P
23.1.A20 MonunbaeH B kpoBw, cnektpomeTpus (Mo) 1,240 P
23.1.A21 Kagmuii B kpoBu, cnektpomeTtpust (Cd) 1,240 P
23.1.A22 CypbMa B KpOBM, cnekTpoMeTpust (Sb) 1,240 P
23.1.A23 PT1yTb B KpOBMW, cnekTpomeTpus (Hg) 1,240 P
23.1.A24 CBWuHeL, B KpoBu, cnekTpomeTtpust (Pb) 1,240 P
23.1.A3 Kanbuuii B kpoBu, cnekTpomeTpus (Ca) 1,110 P
23.1.A4 YKeneso B kpoBu, cnektpomeTpusi (Fe) 1,110 P
23.1.A5 MarHui B kpoBu, cnektpomeTpusi (Mg) 1,110 P
23.1.A7 LIvHk B kpoBU, cnekTpomeTpusi (Zn) 1,110 P
23.1.A8 Megb B KpoBw, cnektpomeTpus (Cu) 1,110 P
23.1.A9 JInTnii B KpoBu, cnekTpomeTpus (Li) 1,240 P
23.10 D1 [actpolanens (FactpuH-17 6a3osbii: MencuHoreH |, MencuHoreH Il, AHTUTENa k 5,040 P
xenukobakrepy, I1gG)
23.2.A1 HaTtpwuin B Bonocax, cnekrpometpusi (Na) 1,240 P
23.2.A10 Bop B Bonocax, cnekrpomeTpusi (B) 1,240 P
23.2.A11 AntomyHWI B Bonocax, cnektpomeTpus (Al) 1,240 P
23.2.A12 KpemHuii B Bonocax, cnekrpometpus (Si) 1,240 P
23.2.A13 TwuTaH B Borocax, cnekrpometpust (Ti) 1,240 P
23.2.A14 Xpom B Borocax, cnekrpometpust (Cr) 1,240 P
23.2.A15 MapraHey, B Boriocax, cnekrpometpust (Mn) 1,240 P
23.2.A16 KobanbT B Bonocax, cnekrpometpust (Co) 1,240 P
23.2.A17 Hukenb B Bonocax, cnekrpometpusi (Ni) 1,240 P
23.2.A18 Mbiwbsk B Boocax, cnekrpometpust (As) 1,240 P
23.2.A19 CerneH B Boriocax, cnekrpomeTtpust (Se) 1,240 P
23.2.A2 Kanui B Bonocax, cnektpometpus (K) 1,240 P
23.2.A20 Monn6aeH B Bonocax, cnekrpometpus (Mo) 1,240 P
23.2.A21 Kagmuii B Bonocax, cnekrpometpust (Cd) 1,240 P
23.2.A22 CypbMa B Boriocax, cnekrpometpust (Sb) 1,240 P
23.2.A23 PT1yTb B BOnocax, cnekrpometpust (Hg) 1,240 P
23.2.A24 CBwuHeL, B Boriocax, cnekrpometpust (Pb) 1,240 P
23.2.A3 Kanbuuii B BOonocax, cnekrpometpust (Ca) 970 P
23.2.A4 YKeneso B Bonocax, cnekrpometpusi (Fe) 1,240 P
23.2.A5 Marnui B Bonocax, cnekrpometpusi (Mg) 1,240 P
23.2.A7 LivHk B Bonocax, cnekrpomeTpusi (Zn) 1,240 P
23.2.A8 Megb B Bonocax, cnekrpometpus (Cu) 1,240 P
23.2.A9 JInTuin B BONOCax, cnektpometpus (Li) 1,240 P
23.3.A1 HaTtpuii B moye, cnektpomeTpusi (Na) 1,110 P
23.3.A10 Bop B Mouye, cnektpomeTpusi (B) 1,430 P
23.3.A11 AntomyHWI B MoYe, cnektpomeTpus (Al) 1,430 P
23.3.A12 KpemHuii B Moye, cnektpomeTpus (Si) 1,430 P
23.3.A13 TuTtaH B Moye, cnektpomeTpus (Ti) 1,430 P
23.3.A14 Xpom B Moye, cnekTpomeTpus (Cr) 1,430 P
23.3.A15 MapraHey B moye,cnektpometpus (Mn) 1,430 P
23.3.A16 KobanbT B Moye, cnektpomeTtpust (Co) 1,430 P
23.3.A17 Hukenb B Moye, cnektpomeTpusi (Ni) 1,430 P
23.3.A18 MbiWwbsk B Moye, cnektpoMeTpust (As) 1,430 P
23.3.A19 CerneH B Mo4e, cnektpomeTpusi (Se) 1,430 P
23.3.A2 Kanui B moye, cnektpometpus (K) 1,110 P
23.3.A20 MonnbaeH B Moye, cnektpomeTpus (Mo) 1,430 P
23.3.A21 Kagmuii B moye, cnektpomeTpust (Cd) 1,430 P
23.3.A22 CypbMa B Moye, cnekTpomeTpust (Sb) 1,430 P
23.3.A23 P1yTb B MOYe, cnektpomeTtpus (Hg) 1,430 P
23.3.A24 CBwuHeL B Moye, cnektpomeTtpust (Pb) 1,430 P
23.3.A25 Wopn B moue, cnektpomeTpusi (1) 1,075 P
23.3.A3 Kanbuuii B Moye, cnektpomeTpust (Ca) 1,110 P
23.3.A4 YXKene3o B Moye, cnektpomeTpusi (Fe) 1,430 P
23.3.A5 Marnui B move, cnektpomeTpusi (Mg) 1,110 P
23.3.A7 LiHk B MoYe, cnektpomeTpusi (Zn) 1,430 P
23.3.A8 Megb, cyToyHasi akckpeuwms, (Cu) 970 P
23.3.A9 JInTuin B Moye, cnektpometpus (Li) 1,430 P
23.4.A14 1,25-guruppokcmxonekansumndepon sutamud D3 2,650 P
23.4.A15 25-rupgpokcmaprokansuvdgepon ButamvH D2 2,810 P
23.4.A16 25-rupgpokcuxonekanbundepon sutamud D3 2,810 P
23.4.A17 ManoHoBbIV Anansaerua 3,345 P
234 A18 Butamun D: 25-OH D2 (25-ruppokcmaprokansumdepon) n 25-OH D3 (25- 2880 P
o rugpokcuxonekansumdpepon) CYMMAPHO, B kposu - BOXXX MC ’
KomnnekcHbI aHanus kpoBu Ha BuTamuHbl rpynnbl D (25-OH D2/ 25-OH D3/ 1,25-
234.03 OH D3/ 24,25-OH D3) 8,280#
23.7.D1 13C - ypeasHbiin AbixaTenbHbivi TecT (H. pylori) 2,450 P
23.9.A1 Onpepgenexne MykpoburoLeHo3a METOAOM XpomaTo-macc-crnektpomeTpum (MCMM) 6,440 P
HWMNT Panorama, 6a3oBas naHenb (Natera) (LenbHas KpoBb; CKPUHUHT XPOMOCOM
26.2.A1 13, 18, 21, X, Y n Tpunnounauu; 3aknioyeHve Bpaya - nabopaTtopHOro reHeTvka no 59,330 P
1ccnefoBaTesib,CkoMy OTHeTY)
HWNT Harmony, 6a3oBas naHenb (Roche) (LenbHas KpoBb; CKPUHUHT XpOMOCOM 13,
26.2.A2 18, 21, X, Y u Tpunnovauu; 3aknodeHne Bpaya - nabopaTopHOro reHeTuka no 59,330 P




HWNT Panorama, pacwmpeHHas naHens (Natera) (LenbHas KpoBb; CKPUHWUHT

26.2.A3 xpomocom: 13, 18, 21, X, Y, Tpunnonamm n MUKpoaeneLmoHHbIe CUHOPOMbI; 90,690 P
3aknoyeHne Bpaya - 1abopaTopHOro reHeTuka no UccrnefoBaTerlL.CkoMy OTYETY)
26.2.A6 HWMNC T21 (FeHomen) (WenbHas KpoBb; CKPUHWHT 21 XpOMOCOMbI, cuHgpoma [ayHa; 31180
3aknoyeHe Bpaya - 1abopaTopHOro reHeTuka no UccrefoBaTerib.CkoMy OTYETY) ’
HWMC - 12 cuHgpomos (FeHomen) (LuenbHas KpoBb; CKPUHUHT Xpomocom 13, 18, 21,
26.2.A7 X, Y y nnopa, HOCUTENbLCTBO rEHOB HAcNeACTBEHHbIX 3aboneBaHnin y maTtepu; 43,180 P
3aknoyeHe Bpaya - 1abopaTopHOro reHeTuka no UccrefoBaTerlL.CkoMy OTYETY)
HWMNC 5 - OHK TecTt Ha 5 cuHapomoB (FeHomen) (LenbHasi KPOBb; CKPUHWUHT
26.2.A8 xpomocom 13, 18, 21, moHocomus X, c-m KnaviHdenbTepa; 3aknioyeHre Bpaya - 35,400 P
nabopaTopHOro reHeTuKa No UccnefoBaTenlbCkoMy OTYETY)
HWMC pacwwmpeHHbin (FTeHomen) (uenbHas KpoBb; CKPUHUHE XpoMocom 13, 18, 21,
X, TpMcomMum y nnoga, MUKPOAENeL OHHbIE CUHAPOMbI, HOCUTENBCTBO FEHOB
26.2.A9 M 51,690 P
HacreAcTBeHHbIX 3aboneBaHwii y MaTepy; 3aksiodeHre Bpaya - nabopaTopHoro
reHeTnKa no UccrneaoBaTenbCKOMY OTHETY)
26.3.A1 *OnpepgeneHve nona nnoga (BbisiBNieHWe hparMeHToB Y-XpOMOCOMbI nrioga no 9430 P
KpOBW MaTepwu)
*OnpepgeneHne pesyc-akTopa nnoga (BbisBneHune reHa RHD nnoga no kposwu
26.3.A2 11,820 P
marepu)
MpeHnatanbHbI ckpuHuHT | TpumecTpa 6epemerHHocTn ASTRAIA (8 Hepenb - 13
26.3.D1 Hepenb 6 OH.):AccounmpoBaHHbIv ¢ 6epemeHHoCTbIo NpoTenH A (PAPP-A), 2,560 P
CBobogHas cydbbveanHnua beta-XMy
Broxummyeckuii ckpuHuHr | Tpumectpa 6epemenHocTn ans nporpammbl ASTRAIA
26.3.D2 (6e3 pacyeTa puckos naronoruu nnoga) (8 Hegens - 13 Hepenb 6 2560 B
OH.):AccounnpoBaHHbIl ¢ 6epeMmeHHocTbio poTenH A (PAPP-A), CBoboaHas ’
cybbeamHuua 6eta-XM4
MpeHnatanbHbI ckpuHuHT | TpumecTpa 6epemerHHocTn ASTRAIA (8 Hepenb - 13
26.3.D3 Hegenb 6 [H.) C pacyeToM puUcKa 3afepXKkv pocTa Mnoaa, pucka npexaeBpeMeHHbIX 3,550 P
POLOB ¥ Npeaknamncum
MpeHnatanbHbI ckpuHuHr | TpumecTpa 6epemernHocTn ASTRAIA (8 Hegenb - 13
26.3.D4 Heaenb 6 OH.) C pacyeToOM pucKa 3afiepXXKkv pocTa Mnoaa, pucka npexaeBpeMeHHbIX 4,995 P
poaoB 1 npeaknamncun (¢ yuétom PLGF)
27.1.A1.101 ViccnepoBaHuve aHTureHa nsamb6nun (Giardia intestinalis) B kane 1,280 P
27.1.A2.101 ViccnepoBaHuve aHTureHa xenukobakrepa (Helicobacter pylori) B kane 1,500 P
27.1.A3.101 ViccnepoBaHuve kana Ha TokcuHbl knoctpuauii (Clostridium Difficile) An B 2,320 P
27.1.A4.101 PoTaBupyc (obHapyxeHue aHTureHa B kane), XA 1,180 P
27.1.A5.401 AHTUreH nervoxennsl (Legionella pneumophilla) B move 2,085P
3.0.A1.203 DunbpuHoreH 270 P
3.0.A2.203 TpombBrHOBOE BpeMSI 270 P
3.0.A22.203 [nasmuHoreH 760 P
3.0.A29.203 dakTop BunnebpaHga 1,120 P
3.0.A3.203 A4YTB 210P
3.0.A4.203 AHTUTPOMOUH Il 340 P
3.0.A5.203 BonyaHOYHbIV aHTUKOArynsiHT (CKPUHWHT) 870 P
3.0.A6.203 [O-avmep 1,330 P
3.0.A7.203 MpoteunH C 1,660 P
3.0.A8.203 MpoTtenH S 2,330 P
3.0.D1.203 MpoTtpom6buH (Bpemsi, no Keuky, MHO) 270 P
3.0.D2.203 MpoteunH C Global 960 P
4.1.A1.201 AnaHnHamvHoTpaHcgepasa (ANT) 180 P
4.1.A10.201 Jlunasa 340P
4.1.A11.201 KpeatuHkmHasza (KOK) 250 P
4.1.A12.201 KpeatuHkmHaza-MB 530 P
4.1.A14.201 AmMunasa naHkpeaTuyeckas 270 P
4.1.A2.201 AcnapTatamuHoTpaHcdepasa (ACT) 180 P
4.1.A3.201 LLlenoyHas cdocdarasa 180 P
4.1.A4.201 Kucnas docgartasa 270 P
4.1.A5.201 "amma-rnyramunTpaHcgepasa (I'T) 180 P
4.1.A6.201 Jlaktratgerngporenasa (JIAN) 210 P
4.1.A7.201 Jaktratgerngporenasa (J1AIN) 1, 2 dpakuyum 220 P
4.1.A8.201 XonvHacTepasa 480 P
4.1.A9.201 Anbda-amunasza 200 P
KomnnekcHbI aHanus KpoBM Ha aMMHOKMCIOThI (12 nokasaTenen: AnaHuH,
4.10.D1.202 ApruHuH, AcnaparvHoBas kucnota, Uutpynnu, MmytamuHoBas kucnota, MuuuH, 5,250 P
MeTnoHwH, OpHUTWH, PeHnnananHuH, TuposuH, BanwH, NenumH/U3onenunH)
4.2.A1.201 AnbGymMnH 180 P
4.2.A2.201 O6uwuin 6enok 180 P
4.2.A3.201 KpeatnHuH 180 P
4.2.A4.201 MoueBunHa 210P
4.2.A5.201 MoueBasi kucnora 210P
4.2.D1.201 BenkoBble dpakuum (BknovaeT onpeaeneHve obwero 6enka u anbbymmnHa) 340 P
4202 CkopocTb knyboukoson dpunsTpauum (CKD-EPI - Bapocnbie/copmyna Lsapua - 1158
- 0eTV; BKIOYaEeT onpeaeneHve KpeaTuHHa)
4.3.A1.201 Mwuorno6uH 1,330 P
4.3.A1.201.1 [anTornobuH 670 P
4.3.A10.201 AnTucTpentonuanH-O (ACJ10) 410 P
4.3.A11.202 Hatpuiypetnyeckuin nentug B (BNP) 3,090 P




4.3.A15.201 Anbda-2 makpornobynuH 590 P
4.3.A17.201 Linctatmn C 4,550 P
4.3.A18.201 TpunTtasza 5,290 P
4.3.A2.201 C-peaKkTVBHbI 6enok 370 P
4.3.A21 [MpokanbLUMTOHUH 3,320 P
4.3.A3.201 [anTornobuH 760 P
4.3.A5.201 Anbdhal-aHTUTPUNCuH 800 P
4.3.A6.201 Kucnbivi anbdal-rnvkonpotenH (opo3omykousa) 590 P
4.3.A7.201 Llepynonnaamux 610 P
4.3.A8.201 S031HOUIBbHBIV KaTMOHHBIN 6enok (ECP) 800 P
4.3.A9.201 PeBmaTtonaHbivi haktop (PP) 410 P
4.4.A1.205 ['nroko3a 180 P
4.4.A2.201 DpyKTO3aMUH 490 P
4.4.A3.201 MonoyHas kucnota (nakrar) 500 P
4.4.D1.202 NMVKMpOBaHHbIV remornobuH Alc 440 P
4.4.D2.205 *I'noKo3a nocne Harpysku (1 4ac cnycTs) 120 P
4.4.D3.205 *['NoKo3a nocne Harpysku (2 yaca cnycrs) 120 P
4.5.A1.201 Tpurnuuepugb 210 P
4.5.A10.201 ComMouucTenH 1,330 P
4.5.A12.201 YKenyHble KUCnoThl 2470 P
4.5.A2.201 XonectepuH obLunii 180 P
4.5.A3.201 XonectepuH nMnonpoTenaoB BbICOKoW nnoTHocTw (JIMBIM, HDL) 230 P
4.5.A4.201 XonectepuH nunonpoTengos HWU3kon nnotHocTu (JIMHIM, LDL) 210 P
4.5.A6.201 AnonunonpoTtenH A1 670 P
4.5.A7.201 AnonunonpoTeuH B 410 P
4.5.A8.201 JlunonpoTeuH (a) 710 P
4.5.A9.201 C-peaKkTVBHbI 6EMOK yrbTPavyBCTBUTENbHbIN 320 P
4.5.D2.201 XonecTepuH NMNONpoTenaoB 04eHb H3KoW nroTHocTy (JINMOHTT), (BkniovaeT 370 P
ornpeaeneHe TpUrnmLepuaoB)
45.D3 KoadbdpuumeHT ateporeHHOCTH (BKNOYaEeT onpeaeneHne obLero xonectepuHa u 480 B
iNBMn)
45.D4 XonectepuH He-JTTBIM (non-HDL, BkntovaeT onpegeneHue obLuero xonectepuHa un 690 P
iNBMn)
4.6.A1.201 BunupybuH obLwmn 180 P
4.6.A2.201 BunupybuH npsiMow 180 P
4.6.D1.201 BunupybuH HenpsiMoii (BkntoYaeT onpeaeneHune obero n npsiMmoro GunvupyouHa) 270 P
4.7.A3.201 Kanbuui obwimin 210 P
4.7.A4.204 KanbLuni MOHW3MPOBAHHbIV 370 P
4.7.A5.201 MarHuii 230P
4.7.A6.201 Dochop HeopraHU4eCKuii 210 P
4.7.A7.201 LinHK 350 P
4.7.A8.201 Menb 270P
4.7.D1.201 Hatpwui, kanui, xnop (Na/K/Cl) 300 P
4.8.A1.201 XKeneso 180 P
4.8.A2.201 JlaTeHTHas xene3ocBs3blBaoLLas cnocobHOCTb CbiBOpoTku (JDKCC) 410 P
4.8.A3.201 TpaHcdheppuH 530 P
4.8.A4.201 DeppuTrH 480 P
4.8.A6 Butamun B12, aktuBHbIN (xonoTpaHckobanamuH) 1,450 P
4.8.A7 encuaunH-25 5,595 P
4.8.A8 PacTtBopumblIli peuentop TpaHcdeppuHa (sTRF) 1,675 P
4.8.D1.201 O6Lwas xxenesocss3biBatoLLas cnocobHOCTb cbiBopoTku (OXKCC) (BkntovaeT 1702
onpegeneHve xenesa, JDKCC)
4.8.D3.201 KoadbpuumeHT HacbiweHns TpaHcdheppuHa xene3om (BKMoYyaeT onpegeneHue 530 P
xenesa n JDKCC)
4.9.A1.201 ButamuH A (petuHorn) 2,850 P
4.9.A10.201 Butamun K (counnoxuHoH) 2,850 P
4.9.A12 Butamun B3 (HnauuH) 2,510 P
4.9.A13 Butamun B2 (pubodnasuH) 2,510 P
4.9.A2.202 Butamun B1 (TvamuH-nupodocdar) 2,850 P
4.9.A3.202 ButamuH B5 (naHTOTEHOBas kmcnoTa) 2,850 P
4.9.A4.202 Butamux B6 (nupupokcanb-5-cocdar) 2,850 P
4.9.A5.201 Butamux B9 (ponveas kucnora) 870 P
4.9.A6.201 Butamun B12 (umaHkobanamuH) 800 P
4.9.A7.204 Butamun C (ackopbuHoBas kucnora) 2,850 P
4.9.A8.201 25-OH ButamuH D, cymmapHbIv (kanbuudepor) 2,790 P
4.9.A9.201 Butamun E (Tokodepon) 3,030 P
4.9.01.900 HeHachbilLeHHbIe XMpHbIE KUCMOTbI cemelicTBa Omera-3 (aiiko3aneHTaeHoBas 6,050 P
KUCnoTa, JoKo3arekcaeHoBasi kucnora, Butamun E (Tokodepon))
4.9.D2.202 KomnneKcHbIN aHanus KpoBW Ha HeHAChILLEHHbIE XKUPHbIE KUCIOTbI ceMeicTBa 7.190
Owmera-6 (nMHoneBas KucnoTa, JIMHOMIEHOBAast KUCIOTa, apaxuaoHoBas kucnoTa)
Onpepgenexne Omera-3 nHgekca (oLeHka pucka BHE3arnHow cepaeyHon cmMepTu,
4.9.D3 . 7,550 P
MHapKTa MUoKapAa v ApYrx cepaeqHoO-COCYANCTbIX 3aborieBaHwii)
KomnnekcHasi oLeHka okcuaaTuBHOro ctpecca (koaHaum Q10 obwmin (YGUXUHOH,
4.9.D6.900 okucneHHas opma), ButamuH E (Tokodbepon), ButamuH C (aCKOpﬁI/IHE)BaFI 19,840 P
Kucnota), BUTamuH A (peTuHon), 6eTa-kapoTuH, rnyTaTnoH cBoboaHbIV
(BoccTaHoBMNeHHbIN, GSH), ManoHoBbIV Avanbaervua)
4.9.H1.201 YXupopacteopumble ButamuHbl (A, D, E, K) 9,550 P
4.9.H2.900 Bopopacteopumble Butamutbl (B1, B5, B6, B9, B12, C) 11,820 P
4.9.H3.900 KomnnekcHbI aHanus kposu Ha BuTamuHel (A, D, E, K, C, B1, B5, B6, B9, B12) 21,270




5.0.A14.401 BeTa-2-M1KpornobynmH Moyu 870 P
5.0.A15.401 HesokcunupuauHonux (DPD) moun 1,990 P
5.0.A20.403 OkcanaTtbl B MOYe 940 P
5.0.A7.401 'noko3a B pa3oBoOy NOPLMU MOYU 210 P
5.0.D1.401 Mukpoanb6ymvH B pa3oBoi nopLmu Moum (anbbyMunH-KpeaTUHUHOBOE COOTHOLLEHUE) 340 P
5.0.D1.402 KpeaTnHnH Mouu 210 P
5.0.D1.406 Mpoba Pebepra 230 P
5.0.D10.401 OnpepeneHne XMMMYeCKoro coctaBa MOYEBOro koHkpeMeHTa (MK-cnektpomeTpus) 6,250 P
5.0.D11.401 JINTOC KOMNNEKCHbIV (BKIKOYasi OLEHKY CTeneHn kamHeobpa3oBaHus) 3,030 P
5.0.D12.402 'NoK03a CyTO4YHOW MO4U 460 P
5.0.D013.402 O6wuin 6enok Moun 220 P
5.0.D14.402 Mukpoanb6ymMmvH Moyn 280 P
5.0.D15.402 MoyeBrHa MO4U 210 P
5.0.D16.402 MouyeBasi Kucrnora Moy 230 P
5.0.D17.403 Kanbuuin obumn moum 340 P
5.0.D18.403 Dochop HEOPraHNYECKUA MOYN 380 P
5.0.D019.403 MarHui mouu 910 P
5.0.D2.403 HaTtpwui, kanui, xnop mouu (Na/K/Cl) 230 P
5.0.D4.403 OueHKa aHTUKpucTannoobpasytoLuen cnocobHocTn moun (AKOCM) 1,710 P
5.0.D5.401 Jlntoc-TecT (OueHka cteneHn kamHeobpasoBaHus, miokosa, benok, pH) 1,900 P
5.0.D8.403 *O6Lwwme meTaHedpUHbI U HOpMeTaHedpYHbI 4,170 P
5.0.D9.403 *CB060OAHbIE METAHEDPUHBI U HOPMETaHEePUHbI 4,170 P
5.1.A35 OpraHuyeckue KucnoTel B Move(60 nokasarenew) 11,500 P
5.1.A36 AMUHOKMCIIOTLI B MOYe (28 nokasaTenen) 5,295 P
5.1.D3 KanbLuit-kpeaTMUHUHOBOE COOTHOLLEHWE B PA30BOW NOPLIMN MOYY 340 P
50.0.H100.900 O6cnenoBaHne LUTOBUOHOM Xernesbl 5,650 P
50.0.H101.201 OHKOMOrM4YecKknii Ans XeHLUH, OUOXUMUYECKUN 5,750 P
50.0.H102.201 OHKONOrMYECKUIN AN MY)KYUH, BUOXUMUYECKNIA 3,650 P
50.0.H103.201 MnaHnpoBaHne 6epeMeHHOCTN (TOPMOHbI) - NIOTEMHOBAs ha3a 2,800 P
50.0.H105.201 PeBMaTonornyeckmi, pacLuMpeHHbIv 8,450 P
50.0.H107.900 MLP-12, konn4ecTBeHHO 5,050 P
50.0.H108.900 [OHK Bo3byauTenen MMM 4,200 P
50.0.H109.201 MnaHnpoBaHne 6epemMeHHOCTU, 6a30BbIV 1,700 P
50.0.H11.201 O6cnenoBaHne nevyeHun, 6a3oBbIn 670 P
50.0.H112.202 MakeT «OKI»*F2: 20210G>A (rs1799963) F5: 1691G>A (rs6025) 1,290 P
Maket «OHkoPuckm»* BRCA1: 185delAG (rs80357713) BRCA1: 4153delA
50.0.H113.202 (rs80357711) BRCA1: 5382insC (rs80357906) BRCA1: 3819del5 (rs80357609) 5,980 P
BRCA1: 3875del4 (rs80357868)(CM.B npeiik. KOI)
50.0 H114.202 EE;G)T «Puckn BO3HMKHOBEHUST cepaeYHO-COCYaANCTbIX 3aboneBaHuii» (CM.B NPEcK. 7.650
50.0 H115.202 emoxpomatos, onpeaenexune mytauuii (HFE: 187C>G (rs1799945) HFE: 845G>A 2,650 P
(rs1800562)
50.0 H116.202 Onpepenexune SNP B rexe IL 28B yenoseka IL28B: C>T (rs12979860) IL28B: T>G 1,590 P
(rs8099917)
50.0.H117.201 "OpMOHanbHbIVi TPOdKUIb ANs MY>XYUH 2,600 P
TunupoBaHue rpubos, paclumpeHrHbivi (Candida albicans, Fungi spp, Candida krusei,
50.0.H117.900 Candida glabrata, Candida tropicalis, Candida parapsilosis, Candida famata, 1,020 P
Candida guilliermondii)
50.0.H118.201 "OpMOHanbHbIVi TPOUIb ANS KEHLLWH 5,450 P
50.0.H119 OnddepeHumansHas guarHoctvka 3abonesaHun XXKT 4,500 P
50.0.H120.900 VIHCYNMHOPE3NCTEHTHOCTb (rMoko3a, UHCYNuH, niaekcsl HOMA u Caro) 1,330 P
50.0.H121.900 CKpvHWHroBas guarHoctuka BUY 2,550 P
50.0.H122.900 AHnTUochonunuaHbin cuHapom (ADC) 3,450 P
50.0.H123.900 DutHec. Pusmnyeckne Harpysku 3,250 P
50.0.H124.201 [narHocTuka HapyLueHUA (PYHKLUK SUYHVKOB 3,150 P
50.0.H125.401 MeTabonuTbl 3CTPOreHOB U KX COOTHOLLEHWE B PA30BOW NOPLIMN MOYU 9,250 P
50.0.H126.201 WccnepoBaHue cteponaHoro npodunst KpoBy METOLOM TaHAEMHOMN 7.900 P
MaccneKkTpoMeTpum
50.0.H128.900 YKeHUHbI, 6a30BbIN Yek-an 5,050 P
50.0.H129.900 MyX4MHbI, 6a30BbIV Yek-an 5,050 P
50.0.H13.201 [warHocTuka renatutoB, CKPUHUHT 1,350 P
50.0.H130.900 JKEeHLUMHbI, PaCLUMPEHHBIV YeK-an 5,900 P
50.0.H131.900 My)KYMHbI, PAaCLUMPEHHBIV YeK-an 5,900 P
50.0.H132.900 JKEHLUMHBI, 3KCMEePTHbIN Yek-an 7,600 P
50.0.H133.900 My)KYMHBI, 3KCNEPTHbIN Yek-an 7,550 P
50.0.H134.900 CnopT. ba3oBbIv 1,100 P
50.0.H135.900 CnopT. BUoxuMm4eckuii CKpUHUHI paboTocnocoBHOCTH 1,200 P
50.0.H136.201 TORCH-koMnnekc ¢ aBuaHOCTbIO 5,300 P
50.0.H139.900 [narHocTuka cocyamcTbix 3aboneBaHuii ronoBHOro Mo3ra 3,800 P
50.0.H140.900 [narHocTuka AEMUENUHU3UPYIOLLIMX 3a60neBaHWn 8,250 P
50.0.H141.900 [narHocTuka HEMPOreHHbIX OMyXosnewn 11,350 P
50.0.H142.900 [wnarHocTuka fereHepaTuBHbIX 3a6011€BaHW NO3BOHOYHKKA 12,600 P
50.0 H145 MoceB Ha rpubbl (Bo36yanTeny mvko3oB) (6e3 onpegeneHusi YyBCTBUTENBbHOCTM K 2720
AHTUMMKOTMKaM)
50.0.H146 Koarynorpamma, pacluvMpeHHas 3,200 P
50.0.H147 [ocnuTanbHbIN 1,500 P
KomnneKcHbI aHanus KpoBW Ha Hanuune TsKENbIX MeTanoB U MUKPOSIIEMEHTOB.
50.0.H153 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, 5110P
Mo, Cd, Sb, Hg, Pb)
KomnneKcHbIN aHanus Mouv Ha Hanmume TsHKEnbIX METannoB U MUKPO3NEMEHTOB.
50.0.H154 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, 3,700

Mo, Cd, Sb, Hg, Pb)




KomnnekcHbI aHanus Boroc Ha Hanuyme TsHKENbIX MeTansos u MWUKPOINEMEHTOB.

50.0.H155 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, 5110 P
Mo, Cd, Sb, Hg, Pb)
50.0.H157 Mapkepbl ocTeonoposa, GroXMMUYECKniA 7,750 P
50.0.H158 MOHUTOPUHI NeYeHns ocTeonoposa 5,600 P
50.0.H159 Broxummyeckoe nccnegosanve ans CteatoCkpuH (BkntovaeT rpadpuyeckuin dann) 8,400 P
50.0.H161 Broxummyeckoe nccnegosanve ans ®rubpoTecT (BknoyaeT rpadmdeckun dann) 11,250 P
50.0 H162 EVIOvXVIMVI'-leCKoe nceneposanve ans HOLW-®ubpoTecT (BkNtovaeT rpacduyecknin 14150
carin)
50.0.H163 YKeHLWmHbl, 3 ypoBeHb (MyTOBWH) 5,900 P
50.0.H164 YKeHLWmHbI, 2 ypoBeHb (MyTOBWH) 11,500 P
50.0.H165 YKeHLwWmHbl, 1 ypoBeHb (MyTOBWH) 3,450 P
50.0.H166 My>k4umHbl, 3 ypoBeHb (MyTOBWH) 8,400 P
50.0.H167 My>k4umHbl, 2 ypoBeHb (MyTOBWH) 8,888 P
50.0.H168 My>4umHbl, 1 ypoBeHb (MyTOBWH) 3,150 P
50.0 H181 PHK kopoHasupyca SARS-CoV-2 (COVID-19, pesynbTaT Ha aHIIMIACKOM 1 PYCCKOM 1.220P
A3bIKax)
Anneprokomnnekc «Muwesast anneprus» IgE (ImmunoCAP) (Anunbii 6enok 1,
50.0.H193 Monoko 2, Tpecka f3, Mwennua f4, Apaxuc f13, Con f14, dyHayk f17, KpeBeTka 8,060 P
24, Mepcuk f95)
Anneprokomnnekc «lporHo3 acpcpektnBHocT ACUT BykougeTHble aepeBbsi» IgE
50.0.H194 (ImmunoCAP) (Bepesa anneprokoMmnoHeHT, t215 rBet v1 PR-10, Bepesa 4,805 P
anneprokomnoHeHT, 221 rBet v2, rBet v4)
Anneprokomnnekc «lporHo3 acpcpektBHocT ACUT: 3nakoBble TpaBbi» IgE
50.0.H195 (ImmunoCAP) (TumodbeeBka nyroBasi anneprokoMnoHeHt, g213 rPhl p1, rPhl p5b, 4,805 P
TumodpbeeBka nyroBasi, anneprokoMnoHeHT, g214 rPhl p7, rPhl p12)
Anneprokomnnekc «MporHo3 acpcpektBHocT ACUT: CopHble TpaBbi» IgE
(ImmunoCAP)
50.0.H196 (AMBpo3usi, anneprokomnoHeHT, w230 nAmb a1, MNMonbiHb, anneprokoMMNOHEHT, 10,115 P
w231 nArt v1, MNonbiHb, anneprokomnoHeHT, w233 nArt v3, TumodeeBka nyrosas,
anneprokomnoHeHT, g214 rPhl p7, rPh
50.0 H204 AnTuTena IgG k RBI? nomeHy S 1 6enka kopoHaBupyca SARS-Cov2 (Abbott, CLUA, 1,090
pesyrnbTaT Ha aHrIMACKOM M PYCCKOM $i3blKax), KOmu.
50.0 H217 PHK K0p0HaBlpryca SARS-CoV-2 (COVID-19) c gononHuTenbHbIM onpeaeneHnem 2,260
wrammoB Omicron u Delta.
50.0.H22.201 O6cnefoBaHne WMTOBUAHOW XeNe3abl, CKPUHUHT 2,300 P
50.0.H28.201 TORCH-koMnnekc, paclumMpeHHbIn 5,600 P
50.0.H33.201 TORCH-komnnekc, 6a3oBblii 4,050 P
50.0.H34.201 ViHcbekuum, nepegaroLumecst NonoBbIM NyTem (KpoBb) 6,200 P
50.0.H37.900 MNLpP-6 1,800 P
50.0.H38.900 nupP-12 3,550 P
50.0.H39.900 nupP-15 4,650 P
50.0.H4.803 Broxumumyeckuii aHanna Kposu, 6a30BbIN 950 P
50.0.H41.900 CkpuvHuHr MLP-12(AHK) 2,950 P
50.0.H42.900 Pemodcnop-8 (AHK) 1,600 P
50.0.H43.900 Pemodcnop-16(AHK) 3,370 P
50.0.H45.900 [OHK nanunnomasupycoB (Human Papillomavirus) CKPUHUHT ¢ onpe,qujeHmeM 580 B
Tuna (KoHTponb B3ATUst MaTepuana, Tunel 6, 11, 16, 18), KonM4ecTBEHHbI
[OHK nanunnomasupycos (Human Papillomavirus) CKPUHUHI PACLUVMPEHHGIN ¢
onpegeneHvem 14 Tunos (KoHTponb B3siTUA MaTepuana, tunel 6, 11, 16, 18, 31, 33,
50.0.H49.900 35, 39, 45, 51, 52, 56, 58, 59), KONMYECTBEHHbIN, C NEpecyeToM Ha y.e. Hybrid 1,450#
Capture no kaxgomy Tuny
50.0.H51.510 MVIKpOCKOI'IVNeE:KOG 1ccnefoBaHve OTAENSIEMOro yporeHUTanbHoro TpakTa 380 2
(uepBuKanbHbI kKaHan+Brnaranuiie+ypertpa)
TecTocTepoH cBo6OAHbIN (BKIOYAET onpeaeneHme TeCTOCTEPOHa obLLero n
50.0.H57.201 cBobogHoro, CINIM (SHBG), pacyeT nHaekca cBo60AHbIX aHAPOreHoB) 5708
50.0.H59 Mukpockonuyeckoe MccneAoBakxie OTAENAEMOrO yporeHuTarnsHoro 380 2
TpakTa(LiepBrKanbHblii kaHan + Braranuiie)
50.0.HB5.900 OHK maanod)Mn 1 mukonnasm (Chlamydophila pneumoniae, Mycoplasma 670 P
pneumoniae)
50.0 H74.201 AsupgHocTb IgG k untomeranosupycy (Cytomegalovirus) (BkntoyaeT onpegeneHue 960 P
aHTUTEen K uutomeranosumpycy, IgG)
50.0.H75.201 AsugHocTb IgG k Bupycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, 1) 760 B
(BKMtOYa@ET onpegenexHne aHTUTEN K BUpycy npoctoro repneca |, Il Tunos, IgG)
50.0.H76.201 AsupgHocTb IgG k Bupycy OnwreliHa-bapp (Epstein-Barr virus) SBKJ'I}O‘-IaeT 800 B
onpegeneHve aHTUTEN K KancMaHOMY aHTUreHy Bupyca dnwrenHa-bapp, IgG)
50.0.H77 201 AsuaHocTb IgG K BUPYCY KpacHyxu (BKMoYaeT onpefeneHne aHTuTen K Bupycy 960 2
KpacHyxu, IgG)
50.0 H78.201 AsupgHocTb IgG k Tokconnasme (Toxoplasma gondii) (BkntoyaeT onpeaenexne 800 P
aHTUTEen K Tokconnasme, IgG)
50.0.H81.900 MLP-6, konu4ecTBEHHO 2,550 P
50.0.H84.201 ["acTpokomnnekc 2,600 P
OHK nanunnomasupycoB (Human Papillomavirus), TunupoeaHue ¢ onpegenexHnem
21 Tvna (KoHTponb B3siTUa 6uomartepuana, tunel 6, 11, 16, 18, 26, 31, 33, 35, 39,
50.0.H85.900 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82), KONMYECTBEHHBIN, C NEPECYETOM Ha 1,960
y.e. Hybrid Capture no
50.0.H86.201 TORCH-KOMMNEKC, CKPUHWHT 2,100 P
50.0.H87.900 Buoxumunyecknin aHanms Kposu 3370k




50.0.H89.900 ["ocnuTanbHbI TepaneBTUYECKUIA 3,550 P
50.0.H90.900 ["ocnuTanbHbIA XMPYPruyecknn 5,000 P
50.0.H91.900 [unarHoctvka gnabeta, GUOXMMUYECKUIA 4,650 P
50.0.H92.900 [wvarHocTuka napasvuTapHbix 3a6onesaHui 6,750 P
50.0.H93.900 Kapanonornyeckui 5,150 P
50.0.H94.203 Koarynorpamma, CKpUHUHT 1,100 P
50.0.H95.201 JIunnaHbIi npodhunb, 6a30BbIv 950 P
50.0.H96.201 JIunuaHbI NpoguIb, pacLUMPEHHBbIN 3,200 P
50.0.H98.201 Hedponoruyeckuii, GUoXMmmnyeckmi 1,750 P
50.0.H99.900 O6GcnenoBaHne nevYeHn 1,150 P
6.1.A1.401 AHann3 moym no 3MMHULIKOMY 340 P
6.1.D1.401 O6LWuin aHanu3 Mo4un 410 P
6.1.D2.401 AHanuna moym no HeymnopeHko 410 P
6.1.D4 2-x cTakaHHas npoba mouyun 430 P
6.1.D5 3-x cTakaHHas npoba mouun 490 P
WccnepoBaHue kana Ha npocTeiilume u siiLa renbMMHTOB METOA0M oboralleHus
6.2.A12.101 (PARASEP) 480 P
6.2.A13.101 KanbnpoTekTvH (B kane) 1,530 P
6.2.A14 OHTeponaToreHHas kuweyHas nanoyka (E.coli O157:H7), onpegenexuve aHTureHa B 1,350 P
kane, UXTA
6.2.A15 30HYNUH hekarnbHbIN 7,645P
6.2.A16 Jo3nHodunbHbIV HevipoTokeH (EDN) B kane 2,100 P
6.2.A17 Anbda 1-aHTUTPUNCKH B Kane 1,550 P
6.2.A18 XKenyHble KUCNOThI B Kane 3,060 P
6.2.A4.303 ViccnepoBaHue cockoba Ha aHTEPO6U103 340 P
6.2.A5.101 ViccnepoBaHuWe Kana Ha CKpbITyH KpOBb 410 P
6.2.A6.101 CopepxaHue yrneBofoB B Kane (B T.4. NakTo3a) 760 P
6.2.A7.101 MaHkpeaTnyeckas anacrasa 1 B kane 2,120 P
6.2.D1.101 O6wmn aHanu3 kana (konporpamma) 670 P
6.2.D3.101 ViccnepoBaHuve Kana Ha NpoCTENLLNX, ALA reNbMUHTOB 480 P
6.2.07. 101 Buoxumunyeckoe nccrnenosaHme MeTabonnyeckon akTMBHOCTU KULLIEYHOM 2280 P
MUKpOdhropbl
6.3.A3.117 AHTUCNepManbHble aHTuTena knacca IgA konnyectseHHo (MAR-TecT IgA) 1,170 P
6.3.A34. 117 ®parmeHTaums JHK cnepmato3onaos (asikynsT; 3aknoderune spada KN no 9,370 P
1ccrnefoBaTesibCkoMy OT4eTY)
6.3.A4.117 AHTUCNepManbHble aHTuTena knacca IgG konuyectseHHo (MAR-TecT IgG) 1,170 P
6.3.A6.107 Mukpockonuyeckoe nuccnegosanve Ha lemogekc (Demodex) 580 P
6.3.D1.503 MwukpocKkonuyeckoe uccnegoBaHe OTAENSEMOro ypeTpbl 480 P
6.3.D012.514 MukpocKkonuyeckoe uccnegoBaHe OTAENSEMOro NPSIMON KULLIKU 380 P
6.3.D13.117 CnepmMorpamMmMa (aBToMaTn4eckuin nogcyeT Ha aHanusatope SQA) 2,250 P
6.3.D14.401 Mukpockonuyeckoe uccnegoBaHve cekpeTa npeacTaTenbHON Xenesbl B Move 490 P
6.3.D015.515 Mwukpockonuyeckoe uccnegoBaHve Maska-oTnedaTka roroBku NOMOBOro YneHa 490 P
6.3.D16.117 Broxummyeckoe nccnegosanve askynata (Lutpat, ®pykrosa, LivHk) 2,280 P
6.3.D16.506 MukpocKkonuyeckoe uccnegoBaHve CekpeTa NpeacTaTenbHON xenesbl 480 P
6.3.D02.502 Mwukpockonuyeckoe uccnegoBaHe OTAENSEMOro LiepBMKabHOro kaHana 480 P
6.3.D3.501 Mukpockonvuyeckoe uccnegoBaHve OTAENSEMOro Bnaranva 480 P
6.3.D5.105 Mukpockonuyeckoe UCCreoBaHVe HOTTEBbIX NIACTUHOK HA HaNW4Me NaToreHHbIX 600 2
rprGoB, CKPUHWHT
6.3.06.312 Mvkpockonuyeckoe UccrefoBaHe COCKOBOB KOXW Ha Hanu4ve naToreHHbIX rputos, 600 2
CKPUHUHT
6.3.D7.106 Mwukpockonuyeckoe nccnegoBaHve BOIOC Ha HanMune naToreHHbIX rpuboB, CKPUHUHT 600 P
6.3.D8.601 O6Wwwni aHann3 CMHOBMABLHOM XUAKOCTH (MUKPOCKOMUYECKoe 040 P
1ccnefoBaHvie+MaKpocKonmyeckoe nccrnepoBaHue)
6.4.A1.900 Broxummyeckoe nccnegoBaHve CritoHbl (MUKPOBGUOLLEHO3 NOMOCTM pTa) 2,320 P
6.5.D1 MwukpocKkonu4yeckoe UccnegoBaHe Ha3anbHOro cekpeTa (Ha 303MHOWbI) 380 P
6.5.D2 O6LWmMin aHanM3 MOKpPOTbI 430 P
6030 H31.101 OKM-Te(.:T (Shigella spp./Salmonella spp./Adenovirus F/Rotavirus A/Norovirus 2440 P
2/Astrovirus )
60.48.H8 Bupychl rpynnel repneca (EBV, CMV, HHV6) kpoBb, kau. 1,400 P
7.1.A1.201 TupeoTponHbIvi ropmMoH (TTI) 340 P
7.1.A10.201 TUPOKCUH CBA3bIBaKOLLAA CNOCOOGHOCTb CbiBOpOTkM (T-uptake) 800 P
7.1.A2.201 TupokcuH cBoboaHbIv (T4 cBoboaHbIN) 340 P
71.A20 TpuioaTupoHuH pesepcuBHbIl (rT3) BOXX-MC (3aknioyeHne Bpaya KIJ no 6.475P
1ccrnefoBaTesib,CkoMy OT4eTY)
7.1.A3.201 TpunoaTupoHnH ceoboaHbIv (T3 cBobOaHbIN) 380 P
7.1.A4.201 TupokcuH o6wmii (T4 obwmin) 370 P
7.1.A5.201 TprnoaTMPOHUH 06wmin (T3 0bwmin) 370 P
7.1.A6.201 AHTUTENA K TMpeornobynuHy (AHTu-TT) 430 P
7.1.A7.201 AHTUTENA K MUKpOCOMasbHOW Tupeonepokcugase (AHTK-TrMO) 430 P
7.1.A8.201 TupeornobynuH 740 P
7.2.A1.201 DONNMKYNOCTUMYNUPYOLLWA ropMoH (PCIT) 370 P
7.2.A11.201 'no6ynuH, cBs3biBaOLLMiA NonoBble ropmoHbl (FCMIN, SHBG) 410 P
7.2.A12.201 WHrvbuH B 1,290 P
7.2.A13.201 AHnTUMmIonnepos ropmoH (AMI°, AMH, MiS) 1,290 P
7.2.A14.201 AHOPOCTEHAMNON FMHOKYPOHU, 1,710 P
7.2.A17.201 WHrmouH A 1,730 P
7.2.A19 ScTporeHbl U ux metabonutbl (10 nokasartenen) B Moye 7,020 P
7.2.A2.201 JTioTenHnsnpyrowmii ropmoH (J1N) 370 P
7.2.A21 OCTporeHbl B KPOBM (3CTPaAMON, 3CTPOH U 3CTPUOI) 2,345 P
7.2.A3.201 [MponakTuH 370 P
7.2.A4.201 Sctpaguon (E2) 370 P




7.2.A6.201 "'napokcvnporecTepoH (17-OH-nporectepoH) 500 P
7.2.A7.201 AHOPOCTEHAVOH 870 P
7.2.A8.201 HerngpoanuangpoctepoH cynbgat (AMr9A-cynbdar) 380 P
7.2.A9.201 TecTocTepoH obLwmin 410 P
7.2.D1.201 MakponponakTvH (BKMoYaeT onpeaeneHne nponakTvHa) 670 P
7.3.A1.201 AccouunpoBaHHbIvi ¢ 6epeMeHHOCTbo npoTenH A (PAPP-A) 800 P
7.3.A2.201 ScTpron cBo6OAHbIN 410 P
7.3.A4.201 CBobogHas cybbeauHuua 6eta-XM (npeHaTanbHbIi CKPUHWHT) 530 P
7.3.A6.201 *InaueHTapHbI NakToreH 1,140 P
7.3.A7.201 O6wmn 6eta-XM4 (amarHoctrka 6epeMeHHOCTH, OHKOMapKep) 410 P
7.3.A8.201 *TpocobnacTuyeckuit 6eTa-1-rnukonpoTenH 290 P
7.3.A9.201 *MnaueHTapHbIv dhakTop pocTa (Placental Growth Factor, PIGF) 3,790 P
MpeHatanbHbI ckpuHUHT | TpuMecTpa 6epemeHHocTy (10-13 Hepenb):
7.3.D1.201 accoummnpoBaHHbIi ¢ 6epemeHHocTbio npoTenH A (PAPP-A), cBoboaHas 1,520
cybbeamHmua 6eta-Xry
MpeHnatanbHbI ckpuHUHT || TpumecTpa 6epemenHocTH (15-19 Hepenb): anbda-
7.3.02.201 detonpotenH (API), obwmn 6eta-XM, actpuon cBo6oaHbIN 18002
7.4.A1.209 ALpPEHOKOPTUKOTPOMHbIN ropMoH (AKTI) 670 P
7.4.A2.201 KopTun3on 530 P
7.4.A3.403 KopTr3on mouu 940 P
7.4.A4.201 OurngpoTecTocTepoH 1,200 P
7.4.D1.403 *KatexonamviHbl MOYU (agpeHanviH, HopagpeHanvH, 4OhaMuH) 3,600 P
*KaTexonamuHbl MOYM (agpeHanvH, HopagpeHanuH, 4odaMuH) U Ux MeTabonuTbl
7.4.D2.403 (BaHMNMUNMUHAANbHAsA KUCIOTa, FOMOBaHUIMHOBAs K1cnoTa, 5- 6,860 P
rMAPOKCUUHAONYKCYCHas KucnoTa)
7 4.D3.403 *MeTabonuThl kKaTexonamMmMHOB B MoYe (BaHWUNMMUMHAANbHas kucnoTa, 2010
roMOBaHWUIMHOBAs KCNOTA, 5-rMapOKCUMHAOIYKCYCHAs KUCoTa)
7.4.D5.202 *KaTexonamuHbl KPOBU (agpeHanuH, HopagpeHanuH, 4o0aMuH) U CEPOTOHMH 4,200 P
*KaTexonamuHbl KPOBM (aApeHanuH, HopaapeHanuH, AodaMuH), CEPOTOHUH U UX
7.4.D6.407 MeTabonuTbl B MoYe (BaHUNUNMUHAAMbHANA KUCMoTa, rOMOBaHUMMHOBAs KucnoTa, 5- 6,050 P
rMAPOKCUUHAONYKCYCHas KucnoTa)
*17-keTocTepouapbl (aHAPOCTEPOH, aHAPOCTEHANOH, A OA, 3TMOXONaHOMOH,
7.4.D9 3MMaHapOCTEPOH, TECTOCTEPOH, COOTHOLLEHUE aHAPOCTEPOH/3TUOXONAHONOH, 4170 P
COOTHOLLIEHNE TECTOCTEPOH/3MUTECTOCTEPOH)
7.5.A1.209 MapaTropmMoH 600 P
7.5.A2.209 KanbUUTOHUH 800 P
7.5.A3.209 OcTeokanbLH 870 P
7.5.A4.201 C-KoHuUeBble TenonenTuapl konnareHa | Tuna (Beta-Cross laps) 910 P
7 5.A5.201 Mapkep dopmupoBaHus koctHoro matpukca PINP  (N-TepMuHanbHbIn nponenTtug, 1730
npokonnarexHa 1 Tuna)
7.5.A6.201 Ocrasa 1,140 P
7.6.A1.201 VHcynuH 530 P
7.6.A2.201 C-nenTtug, 530 P
7.6.A3.201 [MponHcynuH 1,570 P
7.6.D1.201 *MHcynuH nocne Harpy3ku (1 yac cnycTsi) 670 P
7.6.D2.201 *MHcynvH nocne Harpy3ku (2 yaca cnycTs) 670 P
7.6.D3.201 *C-nenTtug nocne Harpyskv (1 yac cnycTsi) 580 P
7.6.D4.201 *C-nenTug nocne Harpyskv (2 yac cnyctsi) 580 P
7.7.A1.201 "acTpuH 760 P
7.7.A2.209 ComMaToTponHbI ropMoH pocta (CTI) 530 P
7.7.A3.201 SOpuTPONO3TUH 870 P
7.7.A4.201 CowmartomeguH C (UOP-I) 1,010 P
7.7.A5.201 JlentuH 960 P
7.7.D01.201 COOTHOLLEHNE KOHLEHTpaL i nencuHoreHa | n nencuHorenHa ll 2470 P
7.8.A1.209 AnbgocTepoH 1,470 P
7.8.A2.209 PeHuH 1,130 P
7802 AnbAOCTEPOH-PEHVHOBOE COOTHOLLEHWE (BKIMIOYAET: anbAoCTEPOH, NpsiMoe 2,650 P
onpeaeneHne peHnHa, COOTHOLLEHKE)
7.9.A1 KopTur3on B cntoHe (3akntouveHne Bpaya K[ no nccnegoBatenbckoMy OTHETY) 1,610 P
7.9.A2 CooTHowwenune A3A v kopTr3ona, crnoHa (4 nopuum) 4,400 P
79A3 OernapoanunangpoctepoH (AF3A) B cnioHe (3akntoyeHve Bpada KN no 1,860 P
nccrnefoBaTesib,CkoMy OT4eTY)
79A4 TecTocTepoH cBo6oAHbIN B CroHe (3akntoveHune Bpaya KI[ no 1,550 P
nccrnefoBaTesib,CkoMy OT4eTY)
CrepovaHbivi npodunb (8 nokasatenent) B critoHe (TeCTOCTepOoH,
7.9.D1 OernapoanunaangpoctepoH,AHapocTeHanoH, Koptuson, KoptusoH, Sctpaauon, 6,225 P
MporectepoH, 17-OH-nporectepoH)
8.0.A1.201 Anbda-petonpotenH (API) 530 P
8.0.A10.201 AHTUreH NNOCKOKNETOYHON KapumHombl (SCCA) 1,490 P
8.0.A11.201 HewpoH-cneuundunyeckas eHonasa (NSE) 1,650 P
8.0.A12.201 PparmeHT untokepaTtmHa 19 (Cyfra 21-1) 1,170 P
8.0.A13.201 Benok S-100 3410P
8.0.A14.401 Creunduryeckuit aHTureH paka mo4esoro nysbipst (UBC) B Moye 2,180 P
8.0.A16.201 AHTUreH CA 242 940 P
8.0.A17.201 Onyxonesbin Mapkep HE 4 1,280 P
8.0.A18.101 OnyxoneBas nupyeaTknHasa Tu M2 (B kane) 2,250 P
8.0.A19.201 XpomorpanuH A CgA 4,350 P
8.0.A2.201 PakoB0-aM6proHanbHbIn aHTureH (POA) 670 P
8.0.A21.201 MpocTartocneuunduyeckuin aHtureH (MCA) obwmn 600 P
8.0.A23.201 MCA (MyunHONogo6HbIV pako-acCoOUMMPOBAHHDBIV aHTUTEH) 1,500 P
8.0.A3.201 AHTUreH CA 19-9 670 P




8.0.A7.201 AHTUreH CA 15-3 740P
8.0.A8.201 BeTta2-mukpornobynuH 1,220 P
8.0.A81.201 AHTUTENa K 60KanoBuUAHbLIM KneTkam kuwweyHuka (BKK) 1,900 P
8.0.A82.201 AHTUTENAa K Ae3aMUHMPOBaHHbLIM NenTugam anbda-rnvaguHa IgA (AAI) 1,610 P
8.0.A84.201 AHTUTENA K MUENUHY 1,900 P
8.0.A9.201 AHTUreH CA 72-4 940 P
8.0.D2.201 Vnpekc 3gopoBbsi npoctatsl (PHI) 5,360 P
8.0.D3.101 ViccnepoBaHuve kana Ha TpaHceppvH U remornobuH 760 P
MporHocTnyeckas BeposiTHOCTb (3HavyeHne ROMA, noctmeHonay3sa) (BknoyaeT
8.0.D4 1,090 P
onpegenerHve aHtureHa CA 125 n onyxonesoro mapkepa HE 4)
MporHocTnyeckas BeposiTHOCTb (3HavyeHne ROMA, npemeHonay3a) (BknoyaeT
8.0.D6 1,500 P
onpegenerHve aHtureHa CA 125 n onyxonesoro mapkepa HE 4)
8.0.D7 MpoueHT cBo6ogHoro MCA (o6wwui MNCA, csobogHbivi NMCA 1 COOTHOLLEHWE) 750 P
9.0.A1.201 AnTuTena k gpycnupansHoun OHK (HatuBHow, a-dsDNA) 820 P
9.0.A10.201 AHTUTENA K UHCYNUHY (IAA) 1,060 P
9.0.A11.201 AHTUTENA K UMKNnYeckomy untpynnuHosomMy nentugy (ACCP, anti-CCP) 1,330 P
9.0.A13.201 AHTUTENA K peuenTtopam TMpeoTponHoro ropmoHa (AT pTTI) 1,330 P
9.0.A14.201 AHTUTENA K rMaguHy, IgA 650 P
9.0.A15.201 AHTUTENa K rMuaguHy, IgG 820 P
9.0.A16.201 AHTUTENAa K TKAHEBOW TpaHCrnyraMmuHase, IgA 760 P
9.0.A17.201 AHTUTENa K TKAHEBOW TpaHCrnyraMmuHase, IgG 1,130 P
9.0.A18.201 AHTUTENa K 6€Ta2-rNMNKONPOTENHY 1,520 P
9.0.A19.201 AHTUKepaTuHoBble aHTUTena (AKA) 2,470P
9.0.A2.201 AnTuTena k ogHocnupansHon JHK (a-ssDNA) 860 P
9.0.A20.201 AHTUTENa K 6a3anbHon membpane knybouka (BMK) 1,900 P
9.0.A21.201 AnTuTena k C1q paktopy komnnemeHTa 1,330 P
9.0.A22.201 AHTUTENA K KNneTkam cocyaucToro aHagotenusi (HUVEC) 1,500 P
9.0.A23.201 AHTUTENa K rnagkum Mbiwuam (AFMA) 1,330 P
9.0.A24.201 AHTUTENA K 3HAOMM3NIO, IgA (ADA) 1,470 P
9.0.A25.201 AHTUpeTuKynuHoBble aHTuTena IgA, IgG (APA) 1,010 P
9.0.A26.201 AHTUTENA K UNTPYNITMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV) 1,650 P
9.0.A27.201 AHTUTENA K IECMOCOMAaM KOXM 2,750 P
9.0.A28.201 AHTUTENa K 6a3anbHon MembpaHe koxu (AMB) 1,990 P
9.0.A29.201 AHnTUTENa K Mnokapay (Mio) 1,200 P
9.0.A3.201 AHTUTENA K AepHbIM aHTureHam (ANA) 800 P
9.0.A30.201 AHTUTENa K gpoxokam Saccharomyces cerevisiae (ASCA), IgA 1,010 P
9.0.A31.201 AHTUTENa K gpoxokam Saccharomyces cerevisiae (ASCA), IgG 1,010 P
9.0.A32.201 AHTUTENA K CTEPOUA-NPOAYLIMPYIOLLMM KneTkam HagnoveyHuka (ACIK) 1,200 P
9.0.A33.201 AHTUHYKIeapHbIN aKTop Ha KNeToYHoW nuHun HEp-2 (AH®) 1,710 P
9.0.A34.201 AHTUTENA K 3KCTparnpyemomy HykneapHomy A" (QHA/ENA-ckpuH) 1,520 P
9.0.A4.201 AHTUTENA K MUTOXOHAPUAM 1,330 P
9.0.A42.201 AHTUTENa K TpOMBOUMTaMm, knacca IgG 2,850 P
9.0.A46.201 AHTUTENA K KapAMONUNUHY (CyMMapHbI€e) 1,430 P
9.0.A49.201 AHnTUTENa K rnytramargekapbokcunase (GAD) 2,650 P
9.0.A5.201 AHTUTENa K MUKPOCOMAIIbHOW hpakLmmn neveHmn u novex (anti-LKM) 1,330 P
9.0.A50.201 AHTUTENA K CTEPOUA-NPOAYLIMPYIOLLMM KneTkam sandHuka (ACKIM-Ovary) 1,710 P
9.0.A51.201 ﬂ;&g;ocmm capkouao3sa (aKTMBHOCTb @HIVOTEH3UH-NpeBpaLLatoLLero depmeHTa - 2,490 P
9.0.A52.201 AHTUTENAa K aHHekcuHy V knacca IgG 1,990 P
9.0.A53.201 AHTUTENAa K aHHeKcuHy V knacca IgM 1,990 P
9.0.A54.201 AHTUTENa K hochaTnamncepmnHy-npoTpombuHy, cymmapHsie (IgM, G) 1,330 P
9.0.A56.201 AHTUTENa K NapveTanbHbIM kneTkam xenyaka (AMXKK) 1,710 P
9.0.A57.201 Onpegenexve aHtuten k d.Kactna - BHyTpeHHeMy dakTopy (ABD) 1,330 P
9.0.A58.201 CKPVHVHI NapanpoTEVHOB B CbIBOPOTKE (MMMYHOMUKCaLMS) 2,750 P
9.0.A59.401 CkpuHUHr 6enka beHc-[oHca B pa3oBor Moye (MMMyHOdMKCaums) 1,900 P
9.0.A6.201 AnTuTEna knacca IgM k dpocchonunuaam (K?pnmonmnMHy, docdaTuguncepuHy, 960 P
dochaTnannuHosuTony, ocdaTuannoBon KUCnoTe)
9.0.A60.401 VimmyHodumkcauusi 6enka beHc-[xoHca ¢ naHenbo aHTUCbIBOPOTOK 3,970 P
9.0.A61.201 TvnupoBaHue napanpoTenHa B CbIBOPOTKE KPOBU (C MOMOLLbIO MMMyHOUKCALIUM C 5200 P
naHernblo aHTUCbIBOPOTOK IgG, IgA, IgM, kappa, lambda)
9.0.A62.201 Onpepenexve cogepxanus nogknacca lgG4 1,520 P
9.0.A7.201 AnTuTena knacca IgG k dpocchonunuaam (Kvap,CI,I/IOJ'II/II'II/IHy, docdaTuguncepuHy, 960 P
dochaTnannuHosutony, ocdaTuannoBon KUcnoTe)
9.0.A75.201 AHTUTENA K Kapavonunuuy, IgG 940 P
9.0.A76.201 AHTUTENA K Kapavonunuuy, IgM 860 P
9.0.A77.201 AHTUTENa K 6€Ta-2-rnukonpoTeunHy, IgG 940 P
9.0.A78.201 AHTUTENa K 6€Ta-2-rnukonpoTeunHy, IgM 860 P
9.0.A8.201 AHTUCNEepManbHble aHTuTena 1,610 P
9.0.A80.201 AHTUTENA K CKENETHbIM Mblwuam (ACM) 1,910 P
9.0.A81.201 AHTUTENA K aKBanopuHy -4 3,220 P
9.0.A82.201 AHTUTENA K aLeTUNXonvMHoBbIM peuentopam (AXP) 5,290 P
9.0.A83.201 AHTUTENAa K AE3aMUHMPOBaHHBLIM NenTugam anba-rnvaguHa IgG (AAIN) 1,610 P
9.0.A84.201 AHTUTENa K rnytamatHomy peuentopy NMDA-Tuna 5,490 P
AHTUTENa K uuTonnasme HelTPoUIoB (C yKa3aHWEM TuMNa CBEYEHUS -
9.0.A89.201 uuTonnasmaTvyeckuii unu nepuHykneapHsii, LAHLUA, nAHUA), IgG 2165%
9.0.A9.201 AHTUTENA K OCTPOBKOBBLIM kneTkam (ICA) 1,300 P
AHTUTENa K hocchonmnmaam (kapamonunuHy, ocdaTnamncepuny,
9.0.D1.201 . 800 P
dochaTtnannuHosutony, ocdaTuannoBon KUCNOTE), CyMMapHbie
9.0.D10.201 Pa3sBepHyToe ceponoruyeckoe obcnegosarue npu nonumuosnte (AH® Ha Hep-2 6,620 P
knetkax, ENA-CKpuH, MMMyHOGNOT ayToaHTUTEN NpW NONMMUO3NTE)
9.0.D11.201 AHTUTENa npwv napaHeonnacTU4eckMx CMHApPomax, MMMyHoboT (k Yo-1, Hu, Ri, 74708

CV2, Ma2, ampuncusuny)




AHTUTENA K aHTUTreHaM NeYeHn, UMMYHOGOT (K NUpyBaTAErNAPOreHa3HoOMy

9.0.D2.201 komnnekcy(AMA-M2), mukpocomam neyvexu u novek (LKM-1), umtozonsHomy 1,670
aHTureHy Tvna 1 (LC-1), pactsoprmMomy aHTureHy nevenu (SLA/LP))
AHTUHeTpoUnbHbIE LTONNasmaTnieckme aHtutena, IgG (ANCA), Combi 6 (k

9.0.D3.201 npotevHa3se 3, nakToeppuHy, M1enonepokcuaase, anacrase, katencuHy G, 720 P
6akTepuunaHoMy 6enky, nobiLLatoLLemMy npoHutaemocts (BPI))
AHTUHYKNeapHble aHTuTena, uMMyHobnot (k NRNP/Sm, Sm, SS-A (SS-A

9.0.D4.201 HaTuBHBbIiA), SS-B, Scl-70, PM-Scl, CENP B, Jo-1, ANA-PCNA, AMA-M2, ANA-Ro- 3,790 P
52, dsDNA, Hykneocomam, ructoHam, pubocomansHomy 6enky P)

9.0.D5.201 3JIN-B-TecT-6 (aHTuTENa Kk ds-AHK, 6eTa2-rnukonpoteunHy 1, Fc-lg, konnareHy, 2440 P
MHTEpdEepoHy anbda, MHTepdepoHy ramma)

9.0.D6.201 SJMN-APC-XTY-TecT-6 (aHTUTena k XY, 6eTa2-rnukonpotenHy 1, Fc-lg, ds-OHK, 5150 P
KonnareHy, CymMMapHsble K choconunuaam)

9.0.D7.201 3JIN-Bucuepo-TecT-24 (aHTUTENa K 24 aHTUreHam OCHOBHbIX OPraHOB U CUCTEM 10,670 @
yeroseka)

9.0.D8.201 3INU-M-Komnneke-12 6,810 P
AHTUTENa npu nonnMuosnTe, MMMyHo6noT (Mi-2, Ku, Pm-Scl100, Pm-Scl75, SPR,

9.0.09.201 Ro-52, Jo-1, PL-7, PL-12, EJ, OJ) 52908
AHTUTENa Npu cucTemHom cknepogepmun (MmmyHo6noT): Scl-70, CENP A, CENP B,

9.1.D5 RP11, RP155, Fibrillarin, NOR90, Th/To, Pm-Scl100, Pm-Scl75, Ku, PDGFR, Ro- 4,065 P
52 (SSA-A 52 k[la)

910 A62 CBobopaHble nerkve Lenm MMMyHornobynmHoB kanna/nsambaa B CbIBOPOTKE KPOBU, C 2015
pacyeTom nHAekca

911.A1 [lnarHocTvika BocrnanuTenbHbIX NONMpaAnKyrnoHEBPUTOB (aHTUTeNa K raHrnno3ngam) 5275P
acuano-GM1, GM1, GM2, GD1a, GD1b, GQ1a, GQ1b, GT1a knaccos IgGIgM ’

9.2.A3 AHTUTENA K KapavonunuHy, IgA 1,300 P

9.5.D1 AHTUTENa K aHTUreHam neyveHn, UMMyHOBOT pacluMpeHHbIn (aHTuTena k SLA/LP, 31108
LC1, LKM1, PDC-AMA-M2, M2-3E, Sp100, PML, gp210, SSA/Ro-52), IgG ’

91372 " NOKO30TONEPAHTHBIV TECT 1,040 P
CKpbITasi KPOBb B karne (KornopekTarnbHble KpOBOTEYEHMST), KONIMYECTBEHHbII

A09.19.001.000.01 |ummyHoxmmumyeckuii metog FOB Gold (quantitative immunochemical Fecal Occult 1,320 P
Blood Test FOB Gold)

7.1.A8.201 TupeornobynuH 990 P

7.2.A1.201 DONNMKYNOCTUMYNUPYOLLMA ropMoH (PCIT) 650 P

7.2.A11.201 'nMo6ynuH, cBs3biBaOLLMiA NonoBble ropMoHbl (FCMIN, SHBG) 650 P

7.2.A12.201 WHrmbuH B 1,465 P

7.2.A13.201 AHnTUMIonnepos ropmoH (AMI', AMH, MiS) 1,600 P

7.2.A14.201 AHOPOCTEHAMON FMHOKYPOHUA, 1,625 P

7.2.A17.201 WVHrmouH A 2,150 P

7.2.A19 ScTporeHbl U ux metabonutbl (10 nokasartenewn) B Moye 7,020 P

7.2.A2.201 JTioTenHnsnpyrowmii ropmoH (11N 650 P

7.2.A21 OCTporeHbl B KPOBM (3CTPaAMOn, 3CTPOH U 3CTPUOI) 2,345 P

7.2.A3.201 MponakTuH 650 P

7.2.A4.201 Sctpaguon (E2) 650 P

7.2.A5.201 MporecTepoH 650 P

7.2.A6.201 "'napokcvnporectepoH (17-OH-nporectepoH) 830 P

7.2.A7.201 AHOPOCTEHAVOH 1,520 P

7.2.A8.201 DerngpoanuangpoctepoH cynbgat (AMr3A-cynbdar) 650 P

7.2.A9.201 TecTocTepoH obLmn 650 P

7.2.D1.201 MakponponakTvH (BKMoYaeT onpeaeneHne nponakTuHa) 1,375 P

7.3.A1.201 AccouunpoBaHHbIvi ¢ 6epeMeHHOCTbo npoTenH A (PAPP-A) 1,025 P

7.3.A2.201 ScTpron cBo6OAHbIN 720 P

7.3.A4.201 CBobogHas cybbeanHuua 6eta-XM (npeHaTanbHbIi CKPUHWHT) 810 P

7.3.A6.201 *InaueHTapHbI NakToreH 1,040 P

7.3.A7.201 O6wmn 6eta-XM4 (amarHoctrka 6epeMeHHOCTH, OHKOMapKep) 650 P

7.3.A8.201 *TpocobnacTuyeckurt 6eTa-1-rnukonpoTenH 595 P

7.3.A9.201 *MnaueHTapHbIv hakTop pocTa (Placental Growth Factor, PIGF) 3,850 P
MpeHatanbHbI ckpuHUHT | TpuMecTpa 6epemeHHocTy (10-13 Hepenb):

7.3.D1.201 accounmpoBaHHbIi ¢ 6epemeHHocTbio npoTenH A (PAPP-A), cBoboaHas 1,870 P
cybbeamHmua 6eta-Xry
MpeHnatanbHbI ckpuHUHT || TpumecTpa 6epemenHocTH (15-19 Hepenb): anbda-

7.3.02.201 detonpotenH (API), obwmn 6eta-XM, actpuon cBo6oaHbIN 2,080#

7.4.A1.209 ALPEHOKOPTUKOTPOMHbIN ropMoH (AKTI) 1,050 P

7.4.A2.201 KopTun3on 700 P

7.4.A3.403 KopTr3on mouu 1,055 P

7.4.A4.201 [OurngpoTectocTepoH 1,640 P

7.4.D1.403 *KaTexonamviHbl MOYU (agpeHanviH, HopagpeHanvH, 4OOaMuH) 2,515P
*KaTexonamuHbl MOYM (agpeHanvH, HopagpeHanuH, 4odaMuH) U Ux MeTabonuTbl

7.4.D2.403 (BaHMNMUNMUHAANbHAsA KUCIOTa, FOMOBaHUIMHOBAs KUcnoTa, 5- 5,030 P
rMAPOKCUUHAONYKCYCHas KucnoTa)

7 4.D3.403 *MeTabonuThl kKaTexonamMmmMHOB B MOYe (BaHUNMMMHAANbHas kucnoTa, 3375P
roMOBaHWUIMHOBAs KUCNOTA, 5-rMapPOKCUMHAOIYKCYCHAs KUCToTa)

7.4.D5.202 *KaTexonamuHbl KpOBU (agpeHanuH, HopagpeHanuH, 4oaMuH) U CEPOTOHMH 2,880 P
*KaTtexonamuHbl KPOBM (aApeHanuH, HopaapeHanuH, 4odaMuH), CEPOTOHUH U UX

7.4.D6.407 MeTabonuTbl B MoYe (BaHUNUNMUHAAMNbHAsA KUCMNoTa, rOMOBaHUMMHOBAs KucnoTa, 5- 4,800 P
rMAPOKCUUHAONYKCYCHas KucnoTa)
*17-keTocTepouapbl (aHAPOCTEPOH, aHAPOCTEHANOH, MDA, 3TMOXONaHOMOH,

7.4.D9 3MMaHapOCTEPOH, TECTOCTEPOH, COOTHOLLEHUE aHAPOCTEPOH/3TUOXONAHONOH, 3,000 P

APNAYT LI 1A LITALS T2 AT AT A AL A 12 TAATAANTA ALY




7.5.A1.209 MapaTropmoH 1,040 P
7.5.A2.209 KanbUUTOHWH 1,395 P
7.5.A3.209 OcTeokanbLH 1,090 P
7.5.A4.201 C-KoHuUeBble TenonenTuapbl konnareHa | Tuna (Beta-Cross laps) 1,355 P
7 5.A5.201 Mapkep dopmupoBaHus koctHoro matpukca PINP  (N-TepMuHanbHbIn nponenTtug, 1,965 P
npokonnareHa 1 Tuna)
7.5.A6.201 Ocrasa 1,320 P
7.6.A1.201 VHcynuH 830 P
7.6.A2.201 C-nenTtug, 750 P
7.6.A3.201 [MponHcynunH 1,420 P
7.6.D1.201 *MHcynuH nocne Harpy3ku (1 yac cnycTsi) 442 P
7.6.D2.201 *MHcynuH nocne Harpy3ku (2 yaca cnycTs) 442 P
7.6.D3.201 *C-nenTtug nocne Harpyskv (1 yac cnycTsi) 380 P
7.6.D4.201 *C-nenTug nocne Harpyskv (2 yac cnycrsi) 380 P
7.7.A1.201 "acTpuH 935 P
7.7.A2.209 CoMaToTponHbI ropMoH pocta (CTI) 835 P
7.7.A3.201 SOpuTPONoOaTUH 1,600 P
7.7.A4.201 CowmartomeguH C (UDP-I) 1,505 P
7.7.A5.201 JlentuH 1,210 P
7.7.D01.201 COOTHOLLEHWE KOHLEHTpaLuii nencuHoreHa | n nencuHorenHa ll 2,090 P
7.8.A1.209 AnbgocTepoH 1,020 P
7.8.A2.209 PeHvH 1,200 P
7802 ArnbAOCTEPOH-PEHVHOBOE COOTHOLLEHWE (BKIMIOYaET: anbAoCTEPOH, NpsiMoe 1,980 @
onpeaeneHne peHnHa, COOTHOLLEHKE)
7.9.A1 KopTur3on B cntoHe (3akntouveHne Bpaya KI[ no nccnegoBatenbCkoMy OTHETY) 1,100
7.9.A2 CootHowwenune AF3A v kopTr3ona, cnoHa (4 nopuum) 4,545 P
79A3 OernapoanuangpoctepoH (OAMF3A) B cnitoHe (3akntoyeHve Bpada KN no 1,860 P
1ccrnefoBaTesib,CkoMy OT4eTY)
79A4 TecTocTepoH cBo6oAHbIN B CrOHe (3akntoveHune Bpaya KI[ no 1,860 P
1ccrnefoBaTesib,CkoMy OT4eTY)
CrepovaHbivi npodunb (8 nokasatenent) B critoHe (TeCTOCTepOoH,
7.9.D1 [OernapoanunaaHgpoctepoH,AHapocTeHanoH, Koptuson, KoptusoH, Sctpaauon, 5730P
MporectepoH, 17-OH-nporectepoH)
8.0.A1.201 Anbda-petonpotenH (API) 620 P
8.0.A10.201 AHTUreH NNOCKOKNETOYHON KapumHombl (SCCA) 2,415P
8.0.A11.201 HewpoH-cneuundunyeckas eHonasa (NSE) 1,860 P
8.0.A12.201 PparmeHT untokepaTtvHa 19 (Cyfra 21-1) 1,420 P
8.0.A13.201 Benok S-100 2,750 P
8.0.A14.401 Cneunduyeckuit aHTureH paka mo4esoro nysbipst (UBC) B Moye 1,980 P
8.0.A16.201 AHTUreH CA 242 1,010 P
8.0.A17.201 Onyxonesbi Mapkep HE 4 1,350 P
8.0.A18.101 Onyxonesas nupyeaTknHasa Tu M2 (B kane) 2,095 P
8.0.A19.201 XpomorpanuH A CgA 2915P
8.0.A2.201 PakoB0-aM6proHanbHbIn aHTureH (POA) 950 P
8.0.A21.201 MpocTartocneuunduyeckuin aHtureH (MCA) obwmn 690 P
8.0.A23.201 MCA (MyunHONogo6HbI pako-acCoOUMMPOBAHHbBIV aHTUTEH) 2,045P
8.0.A3.201 AxTureH CA 19-9 950 P
8.0.A4.201 AHTUreH CA 125 990 P
8.0.A7.201 AHTUreH CA 15-3 945 P
8.0.A8.201 BeTta2-mukpornobynuH 1,355 P
8.0.A81.201 AHTUTENa K 60KanoBuUAHbLIM KneTkam kuwweyHuka (BKK) 2,040 P
8.0.A82.201 AHTUTENAa K AE3aMUHMPOBAaHHBLIM NenTugam anbda-rnvaguHa IgA (AAI) 1,100 P
8.0.A84.201 AHTUTENA K MUENVHY 1,390 P
8.0.A9.201 AHTUreH CA 72-4 1,390 P
8.0.D2.201 VHpekc 3gopoBbsi npoctatsl (PHI) 3,410 P
8.0.D3.101 ViccnepoBaHuve kana Ha TpaHceppviH U remornobuH 900 P
MporHocTnyeckas BeposiTHOCTb (3HaveHne ROMA, noctmeHonay3sa) (BknoyaeT
8.0.D4 1,990 P
onpegenerHve aHtureHa CA 125 n onyxonesoro mapkepa HE 4)
MporHocTnyeckas BeposiTHOCTb (3HavyeHne ROMA, npemeHonay3a) (BknioyaeT
8.0.D6 1,990 P
onpegenerHve aHtureHa CA 125 n onyxonesoro mapkepa HE 4)
8.0.D7 MpoueHT cBo6ogHoro MCA (o6wun MNCA, csobogHbivi NMCA 1 COOTHOLLIEHWE) 1,310 P
9.0.A1.201 AnTuTena k gpycnupansHoun OHK (HatuBHow, a-dsDNA) 890 P
9.0.A10.201 AHTUTENA K MHCYNUHY (IAA) 1,090 P
9.0.A11.201 AHTUTENA K UMKNnYeckomy untpynnuHosomMy nentugy (ACCP, anti-CCP) 1,550 P
9.0.A13.201 AHTUTENA K peuenTopam TMpeoTponHoro ropmoxa (AT pTTI) 1,725 P
9.0.A14.201 AHTUTENA K rMuaguHy, IgA 1,080 P
9.0.A15.201 AHTUTENa K rMuaguny, IgG 1,080 P
9.0.A16.201 AHTUTENAa K TKAHEBOW TpaHCrnyraMmuHase, IgA 1,150 P
9.0.A17.201 AHTUTENAa K TKAHEBOW TpaHcrnyraMmuHase, IgG 1,150 P
9.0.A18.201 AHTUTENa K 6€Ta2-rNMMNKONPOTENHY 1,255 P
9.0.A19.201 AHTUKepaTuHoBble aHTUTena (AKA) 2,185 P
9.0.A2.201 AnTuTena k ogHocnupansHon JHK (a-ssDNA) 845 P
9.0.A20.201 AHTUTENa K 6a3anbHon membpane knybouka (BMK) 1,715 P
9.0.A21.201 AnTuTena k C1q paktopy komnnemeHTa 1,740 P
9.0.A22.201 AHTUTENA K KNneTkam cocyauctoro aHagotenusi (HUVEC) 1,855 P
9.0.A23.201 AHTUTENa K rnagkum Mbiwuam (ArMA) 1,630 P
9.0.A24.201 AHTUTENA K 3HAOMM3NIO, IgA (ADA) 1,405 P
9.0.A25.201 AHTUpeTuKynmHoBble aHTuTena IgA, IgG (APA) 1,355 P
9.0.A26.201 AHTUTENA K UNTPYNITMHUPOBAHHOMY BUMEHTUHY (aHTn-MCV) 1,500 P
9.0.A27.201 AHTUTENA K IECMOCOMAaM KOXM 2,185 P
9.0.A28.201 AHnTUTENa K 6a3anbHon Membpane koxu (AMB) 1,780 P
9.0.A29.201 AHnTuTENa K Mnokapay (Mio) 1,295 P
9.0.A3.201

AHTUTENA K AepHbIM aHTureHam (ANA)

1,040 P




9.0.A31.201 AHTUTENa K gpoxokam Saccharomyces cerevisiae (ASCA), IgG 1,165 P

9.0.A32.201 AHTUTENA K CTEPOUA-NPOAYLIMPYIOLLMM KneTkam HagnoveyHuka (ACIK) 1,355 P

9.0.A33.201 AHTUHYKIEeapHbIN aKTop Ha KNeToYHoW nuHun HEp-2 (AH®) 1,350 P

9.0.A34.201 AHTUTENA K 3KCTparnpyemomy HykneapHomy A" (QHA/ENA-ckpuH) 1,200 P

9.0.A4.201 AHTUTENA K MUTOXOHAPUAM 1,790 P

9.0.A42.201 AHTUTENa K TpOMBOUMTaMm, knacca IgG 3,220 P

9.0.A46.201 AHTUTENA K KapAMONUNUHY (CyMMapHbIE) 1,220 P

9.0.A49.201 AHnTUTENa K rnytramargekapbokcunase (GAD) 1,660 P

9.0.A5.201 AHTUTENa K MUKPOCOMAsIbHOW hpakLmmn neveHmn u novex (anti-LKM) 1,625 P

9.0.A50.201 AHTUTENA K CTEPOUA-NPOAYLIMPYIOLLMM KneTkam saundHuka (ACKIM-Ovary) 1,625 P

9.0.A51.201 ﬂ;&g;ocmm capkouao3sa (aKTMBHOCTb @HMVOTEH3UH-NpeBpaLLatoLLero epmeHTa - 18158

9.0.A52.201 AHTUTENa K aHHekcuHy V knacca IgG 1,520 P

9.0.A53.201 AHTUTENAa K aHHeKcuHy V knacca IgM 1,520 P

9.0.A54.201 AHTUTENa K hochaTnamncepmnHy-npoTpombuHy, cymmapHsie (IgM, G) 1,500 P

9.0.A56.201 AHTUTENAa K NapveTanbHbIM kneTkam xenyaka (AMXKK) 1,625 P

9.0.A57.201 Onpegenexve aHtuten k d.Kactna - BHyTpeHHeMy dakTopy (ABD) 1,310 P

9.0.A58.201 CKPVHVHI NapanpoTEVHOB B CbIBOPOTKE (MMMYHOMUKCaLIMS) 2,090 P

9.0.A59.401 CkpuHUHr 6enka beHc-[oHca B pa3oBor MoYe (MMMyHOdMKCaums) 1,535 P

9.0.A6.201 AHnTuTEna knacca IgM k dpocchonunuaam (K?pnmonmnMHy, docdaTuguncepuHy, 1160 P
dochaTtnannuHosuTony, ocdaTuannoBon KUcnoTe)

9.0.A60.401 VimmyHodwmkcauusi 6enka beHc-[xoHca ¢ naHenbo aHTUCLIBOPOTOK 3,345 P

9.0.A61.201 TvnupoBaHue napanpoTenHa B CbIBOPOTKE KPOBU (C MOMOLLIbIO UMMYHOUKCALIUM C 40258
naHenblo aHTUCbIBOPOTOK IgG, IgA, IgM, kappa, lambda)

9.0.A62.201 Onpepenexve cogepxanus nogknacca lgG4 1,830 P

9.0.A7.201 AnTuTena knacca IgG k dpocchonunuaam (Kvap,CI,I/IOJ'II/II'II/IHy, docdaTuguncepuHy, 995 P
dochaTnannuHosutony, ocdaTuannoBon KUcnoTe)

9.0.A75.201 AHTUTENA K Kapavonunuuy, IgG 1,180 P

9.0.A76.201 AHTUTENA K Kapavonunuuy, IgM 1,180 P

9.0.A77.201 AHTUTENa K 6eTa-2-rnukonpoTeunHy, IgG 1,165 P

9.0.A78.201 AHTUTENa K 6€Ta-2-rnukonpoTeunHy, IgM 1,290 P

9.0.A8.201 AHTUCNEepManbHble aHTuTena 1,435 P

9.0.A80.201 AHTUTENA K CKENETHbIM Mblwuam (ACM) 1,390 P

9.0.A81.201 AHTUTENA K aKBanopuHy -4 2,770 P

9.0.A82.201 AHTUTENA K aLeTUNXonMHoBbIM peuentopam (AXP) 4,085 P

9.0.A83.201 AHTUTENAa K AE3aMUHMPOBaHHBLIM NenTugam anbda-rnvaguHa IgG (AAIN) 1,100 P

9.0.A84.201 AHTUTENa K rnyramatHomy peuentopy NMDA-Tuna 4,145 P
AHTUTENa K uuTonnasme HeWTPOUIOB (C yKa3aHWEM TuMNa CBEYEHUS -

9.0.A89.201 uuTonnasmaTmyeckuii unu nepuHykneapHsii, UAHLUA, nAHUA), IgG 2165%

9.0.A9.201 AHTUTENA K OCTPOBKOBBLIM kneTkam (ICA) 1,450 P
AHTUTENa K hocchonmnmaam (kapamonunuHy, ocdaTnamncepuny,

9.0.D1.201 . 1,165 P
dochaTtuannuHosutony, ocdaTuannoBon KUCNOTE), CyMMapHbie

9.0.D10.201 Pa3BepHyToe ceponoruyeckoe obcnegosaHune npu nonumuosnte (AH® Ha Hep-2 6,695 P
knetkax, ENA-CKpuH, MMMyHOGNOT ayToaHTUTEN NpW NONMMUO3NTE)
AHTUTENa npwv napaHeonnacTU4ecKMx CMHApPoMax, MMMyHobnoT (k Yo-1, Hu, Ri,

9.0.D11.201 CV2, Ma2, amdmduaury) 5,500 P
AHTUTENa K aHTUreHam neyYeHn, UMMYHOBMOT (K MupyBaTAerugporeHasHomy

9.0.D2.201 komnnekcy(AMA-M2), mukpocomam neyvexu u novek (LKM-1), umtozonsHomy 1,855 P
aHtureHy Tuna 1 (LC-1), pactBopuMoMy aHTureHy nevenu (SLA/LP))
AHTVHeTpoUnbHbIE LTOMNasmaTuyeckme aHtutena, IgG (ANCA), Combi 6 (k

9.0.D3.201 npotevHa3se 3, nakToeppuHy, M1enonepokcuaase, anacrase, katencuHy G, 2,190 P
6akTepuumaHoMy 6enky, nosbilatLLemMy npoHutaemocTs (BPI))
AHTUHYKNeapHble aHTuTena, uMMyHobnot (k NRNP/Sm, Sm, SS-A (SS-A

9.0.D4.201 HaTuBHBbIiA), SS-B, Scl-70, PM-Scl, CENP B, Jo-1, ANA-PCNA, AMA-M2, ANA-Ro- 3,740 P
52, dsDNA, Hykneocomam, ructoHam, pubocomansHomy 6enky P)

9.0.D5.201 3JIN-B-TecT-6 (aHTUTENa Kk ds-AHK, 6eTa2-rnukonpoteunHy 1, Fc-lg, konnareHy, 2345
MHTEpdepoHy anbda, MHTepdepoHy ramma)

9.0.D6.201 SJMN-APC-XTY-TecT-6 (aHTUTena k XY, 6eTa2-rnukonpotenHy 1, Fc-lg, ds-OHK, 2,685 P
KonnareHy, cyMMapHsble K choconunuaam)

9.0.D7.201 3JIN-Bucuepo-TecT-24 (aHTUTENa K 24 aHTMreHam OCHOBHbIX OPraHOB U CUCTEM 7510P
yeroseka)

9.0.D8.201 3INW-M-Komnneke-12 5,160 P
AHTUTENa npu nonnMuosnTe, MMMyHo6noT (Mi-2, Ku, Pm-Scl100, Pm-Scl75, SPR,

9.0.09.201 Ro-52, Jo-1, PL-7, PL-12, EJ, OJ) 41458
AHTUTENa Npu cucTemHom cknepogepmun (MmmyHo6noT): Scl-70, CENP A, CENP B,

9.1.D5 RP11, RP155, Fibrillarin, NOR90, Th/To, Pm-Scl100, Pm-Scl75, Ku, PDGFR, Ro- 4,065 P
52 (SSA-A 52 k[la)

910 A62 CBobopaHble nerkve Lenm MMMyHornobynmHoB kanna/nsmbaa B CbIBOPOTKE KPOBU, C 2015
pacyeTom nHaekca

911.A1 [lnarHocTvika BocrnanuTenbHbIX NONMpaAnKyrnoHEBPUTOB (aHTUTeNa K raHrn1o3ngam) 5275P

o acuano-GM1, GM1, GM2, GD1a, GD1b, GQ1a, GQ1b, GT1a knaccos IgGIgM ’
9.2.A3 AHTUTENA K KapavonunuHy, IgA 1,300 P
9.5.D1 AHTUTENa K aHTUreHaM neyYeHn, UMMYHOBNOT paclUMpPeHHbI (aHTuTena k SLA/LP, 31108
o LC1, LKM1, PDC-AMA-M2, M2-3E, Sp100, PML, gp210, SSA/Ro-52), IgG ’

91372 " NOKO30TONEPAHTHBIV TECT 1,040 P
CKpbITasi KPOBb B karne (KornopekTarnbHble KpOBOTEYEHWST), KONIMYECTBEHHbII

A09.19.001.000.01 |ummyHoxmmumdeckuii metog FOB Gold (quantitative immunochemical Fecal Occult 1,320 P
Blood Test FOB Gold)

1.0.A1.202 CQOQJ (BeHO3Has KpoBb) 210 P




*IMMyHODEHOTUNNPOBAHME KNETOK KOCTHOro Mo3ra 1 nepudepuyeckon Kposu Ansi
OMarHOCTUKN OCTaTOYHOM MUH. 6one3nn (MOB) MeTogoM NPOTOYHOW LIUTOMETPUU

1.0.A13.202 PR 22,020 P
(nmconponudepaTnBHble 3a6oneBaHusl, OCTPbIN NIERKO3, MHOXECTBEHHAst
muvenoma). MiccnepoBaHue NpoBogUTCs nocne neyYeHust
*IMMyHODEHOTUNNPOBAHME KNETOK KOCTHOro Mo3ra 1 nepudepuyeckon Kposu npu
1.0.A6.202 numMdonponudgepaTvBHbIX 3abonesaHmsx MeTonoM nQOTquon LumToMeTpumn 22,020 8
(nmdonponudepaTnBHble 3a6oneBaHusl, OCTPbIN NIERKO3, MHOXECTBEHHAs!
muenoma). MiccneposaHune npoBoguTcs Ans neps. agvar.sabon.
1.0.D1.202 KnuHnyeckmin aHanma kposu 6e3 nekouutapHon hopmMyrbl (BEHO3Has KPOBb) 340 P
1.0.02.202 *KnuHunyecknin aHanua Kposu ¢ nerkounTapHomn dopmyrnoni (5DIFF) (BeHo3Has 670 P
KpOBb)
1.0.D3.202 PeTnkynouunTtbl (BEHO3Hasi KPOBb) 270 P
Knunnyeckmn ananus kposw (5 DIFF) ¢ noacyeTom nenkoumtapHon dopmyrbl
1.0.D6 750 P
Bpayom KJ1[1 (BeHO3Hast KpPOBb)
1.1.A1.202 PML-RARA 1un ber 1-2 — t(15;17), kavecT. 4,550 P
1.1.A11.202 BCR-ABL p190 — #(9;22), kayecT. 4,550 P
1.1.A12.202 BCR-ABL p190 — t(9;22), konwuy. 6,050 P
1.1.A14.202 AML1-ETO - (8;21), konuy. 6,050 P
1.1.A2.202 PML-RARA tun ber 1-2 — 1(15;17), konuy. 6,050 P
1.1.A3.202 PML-RARA 1un ber 3 — t(15;17), kavecT. 4,550 P
1.1.A34.202 Onpegenexve mytauun V617F B 14 ak3oHe reHa Jak-2 KnHasbl, Ka4yecT. 4,320 P
1.1.A35.202 Onpegenexve mytauun V617F B 14 ak3oHe reHa Jak-2 KnHasbl, KOnuy. 4310 P
1.1.D1 JnekTpodhopes remornobuHa Ans AMarHoCTUKM remornobuHonaTui 3,505 P




